GCMTI FS:2021-3

Fact sheet of reference DNA sequences of Saussurea involucrata (R1IFHE/BE

1E)

Summary

Scientific name

Type of reference material used for

data generation

Herba Saussureae Involucratae KL

F3E/BEEIL) (number of specimens /

locality)

Plant voucher specimen

(number of specimens / locality)

Information

Saussurea involucrata Kar. et Kir.

® Herba Saussureae Involucratae (7K

L}

L1253 F A )

® Plant voucher specimen

® 5/ Hejing County, Xinjiang Uygur

Autonomous Region, China

® 6/ Huocheng County, Xinjiang

Uygur Autonomous Region, China

® 5/ Jimsar County, Xinjiang Uygur

Autonomous Region, China

® 2/ Hejing County, Xinjiang Uygur

Autonomous Region, China

® |/ Huocheng County, Xinjiang

Uygur Autonomous Region, China

® |/ Jimsar County, Xinjiang Uygur

Autonomous Region, China



Total number of specimen

Specimen source

Method for data generation

Length of DNA barcode

GCMTI FS:2021-3

20

Hong Kong Chinese Materia

Medica Standards (HKCMMS)

Project

GCMTI RD-5:2020

Nuclear internal transcribed spacer

2 (ITS2) is 223 bp

Chloroplast psbA-trnH intergenic

spacer (psbA-trnH) is 463—464 bp

Chloroplast ribulose bisphosphate

carboxylase large chain (rbcL) is

553 bp



Reference DNA Sequence

Plant Specimen

GCMTI FS:2021-3

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI210323

>RD675-1B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Remarks: observations at nucleotide position 103

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210323

>RD675-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210323

>RD675-1B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Description of Plant specimen

reference material

Scientific name Saussurea involucrata
Kar. et Kir.

Laboratory number | RD675

Sample mark RD675-1B

Locality Jimsar County,
Xinjiang Uygur
Autonomous Region,
China

Corresponding RD706

CMM

Authenticated Yes

Remarks ITS2: 103Y

Image




Reference DNA Sequence

Plant Specimen

GCMTI FS:2021-3

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI210323

>RD676-1B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210323

>RD676-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210323

>RD676-1B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Description of Plant specimen

reference material

Scientific name Saussurea involucrata
Kar. et Kir.

Laboratory number | RD676

Sample mark RD676-1B

Locality Huocheng County,
Xinjiang Uygur
Autonomous Region,
China

Corresponding RD707

CMM

Authenticated Yes

Remarks -

Image




Reference DNA Sequence

Plant Specimen

GCMTI FS:2021-3

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI210323

>RD677-1A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210323

>RD677-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210323

>RD677-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Description of Plant specimen

reference material

Scientific name Saussurea involucrata
Kar. et Kir.

Laboratory number | RD677

Sample mark RD677-1A

Locality Hejing County,
Xinjiang Uygur
Autonomous Region,
China

Corresponding RD705

CMM

Authenticated Yes

Remarks -

Image




Reference DNA Sequence

Plant Specimen

GCMTI FS:2021-3

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI210323

>RD678-1A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210323

>RD678-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210323

>RD678-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Description of Plant specimen

reference material

Scientific name Saussurea involucrata
Kar. et Kir.

Laboratory number | RD678

Sample mark RD678-1A

Locality Hejing County,
Xinjiang Uygur
Autonomous Region,
China

Corresponding RD705

CMM

Authenticated Yes

Remarks -

Image




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2021-3

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1210209

>RD705-1B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210209

>RD705-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210209

>RD705-1B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Description of Herba Saussureae
reference material Involucratae
Scientific name Saussurea involucrata
Kar. et Kir.
Laboratory number | RD705
Sample mark RD705-1B
Locality Hejing County,
Xinjiang Uygur
Autonomous Region,
China
Corresponding RD677, RD678
voucher specimen
Authenticated Yes
Remarks -
Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2021-3

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1210209

>RD705-2B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210209

>RD705-2B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210209

>RD705-2B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Description of Herba Saussureae
reference material Involucratae
Scientific name Saussurea involucrata
Kar. et Kir.
Laboratory number | RD705
Sample mark RD705-2B
Locality Hejing County,
Xinjiang Uygur
Autonomous Region,
China
Corresponding RD677, RD678
voucher specimen
Authenticated Yes
Remarks -
Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2021-3

Reference Detail

DNA Information

Description of
reference material

Herba Saussureae
Involucratae

Scientific name

Saussurea involucrata
Kar. et Kir.

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI211019-2

>RD705-3A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI211019-2

>RD705-3A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGK

Remarks: observations at nucleotide position 464

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI211019-2

>RD705-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Laboratory number | RD705

Sample mark RD705-3A

Locality Hejing County,
Xinjiang Uygur
Autonomous Region,
China

Corresponding RD677, RD678

voucher specimen

Authenticated Yes

Remarks psbA-trnH: 464K

Image
Front view

Back view




GCMTI FS:2021-3

Reference DNA Sequence Reference Detail

Chinese Materia Medica (CMM)
Description of Herba Saussureae
reference material Involucratae

DNA Information Scientific name Saussurea involucrata
Kar. et Kir.

Laboratory number | RD705
Sample mark RD705-4A

Internal transcribed spacer 2 of nuclear ribosomal

RNA (ITS2) Locality Hejing County,

Xinjiang Uygur
Batch ID. BI211019-2 Autonomons Region,
>RD705-4A_ITS2 China
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG Corresponding RD677, RD678
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG voucher specimen
CTCATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCG -
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG Authenticated Yes .
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA Remarks psbA-trnH: 464K
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G
Chloroplast psbA-trnH intergenic spacer (psbA- Image
trnH)

Batch ID. BI211019-2

>RD705-4A psbA-trnH Front view
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGK

Remarks: observations at nucleotide position 464 Back view

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI211019-2

>RD705-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

10



Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2021-3

Reference Detail

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI211019-2

>RD705-5A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI211019-2

>RD705-5A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI211019-2

>RD705-5A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

11

Description of Herba Saussureae
reference material Involucratae
Scientific name Saussurea involucrata
Kar. et Kir.
Laboratory number | RD705
Sample mark RD705-5A
Locality Hejing County,
Xinjiang Uygur
Autonomous Region,
China
Corresponding RD677, RD678
voucher specimen
Authenticated Yes
Remarks -
Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2021-3

Reference Detail

Description of
reference material

Herba Saussureae
Involucratae

Scientific name

Saussurea involucrata
Kar. et Kir.

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1210209

>RD706-1A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210209

>RD706-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TYTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGK

Remarks: observations at nucleotide position 40, 464

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210209

>RD706-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Laboratory number | RD706

Sample mark RD706-1A

Locality Jimsar County,
Xinjiang Uygur
Autonomous Region,
China

Corresponding RD675

voucher specimen

Authenticated Yes

Remarks psbA-trnH: 40Y, 464K

Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2021-3

Reference Detail

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1210209

>RD706-2B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Remarks: observations at nucleotide position 103

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210209

>RD706-2B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210209

>RD706-2B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Description of Herba Saussureae

reference material Involucratae

Scientific name Saussurea involucrata
Kar. et Kir.

Laboratory number | RD706

Sample mark RD706-2B

Locality Jimsar County,
Xinjiang Uygur
Autonomous Region,
China

Corresponding RD675

voucher specimen

Authenticated Yes

Remarks ITS2: 103Y

Image
Front view
Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2021-3

Reference Detail

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI211019-2

>RD706-3A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Remarks: observations at nucleotide position 103

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI211019-2

>RD706-3A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI211019-2

>RD706-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Description of Herba Saussureae

reference material Involucratae

Scientific name Saussurea involucrata
Kar. et Kir.

Laboratory number | RD706

Sample mark RD706-3A

Locality Jimsar County,
Xinjiang Uygur
Autonomous Region,
China

Corresponding RD675
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2021-3

Reference Detail

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI211019-2

>RD706-4B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Remarks: observations at nucleotide position 103

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI211019-2

>RD706-4B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI211019-2

>RD706-4B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Description of Herba Saussureae

reference material Involucratae

Scientific name Saussurea involucrata
Kar. et Kir.

Laboratory number | RD706

Sample mark RD706-4B

Locality Jimsar County,
Xinjiang Uygur
Autonomous Region,
China

Corresponding RD675
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Authenticated Yes
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2021-3

Reference Detail

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI211019-2

>RD706-5B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Remarks: observations at nucleotide position 103

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI211019-2

>RD706-5B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI211019-2

>RD706-5B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Description of Herba Saussureae

reference material Involucratae

Scientific name Saussurea involucrata
Kar. et Kir.

Laboratory number | RD706

Sample mark RD706-5B
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Xinjiang Uygur
Autonomous Region,
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GCMTI FS:2021-3

Reference DNA Sequence Reference Detail
Chinese Materia Medica (CMM)
Description of Herba Saussureae
reference material Involucratae
DNA Information Scientific name Saussurea involucrata
Kar. et Kir.
Laboratory number | RD707
Internal transcribed spacer 2 of nuclear ribosomal Sam;?e mark RD70h7'1B
RNA (ITS2) Locality Huoc eng County,
Xinjiang Uygur
Batch ID. B1210209 Autonomous Region,
>RD707-1B_ITS2 China
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG Corresponding RD676
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG voucher specimen
CTCATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCG p
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG Authenticated Yes .
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA Remarks psbA-trnH: 464K
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G
Chloroplast psbA-trnH intergenic spacer (psbA- Image
trnH)
Batch ID. B1210209
>RD707-1B_psbA-trnH Front view

ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT ¢,
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT P
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT A
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGK

Remarks: observations at nucleotide position 464 Back view

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210209

>RD707-1B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA

TTGACTTATTATACTCCTGACTATAAAACCAAGGATA e §'~ =
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT O —— r

GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA e
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2021-3

Reference Detail

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1210209

>RD707-2A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210209

>RD707-2A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210209

>RD707-2A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Description of Herba Saussureae

reference material Involucratae

Scientific name Saussurea involucrata
Kar. et Kir.

Laboratory number | RD707

Sample mark RD707-2A

Locality Huocheng County,
Xinjiang Uygur
Autonomous Region,
China

Corresponding RD676

voucher specimen

Authenticated Yes

Remarks -

Image
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2021-3

Reference Detail

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI211019-2

>RD707-3B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI211019-2

>RD707-3B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI211019-2

>RD707-3B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Description of Herba Saussureae

reference material Involucratae

Scientific name Saussurea involucrata
Kar. et Kir.

Laboratory number | RD707

Sample mark RD707-3B
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2021-3

Reference Detail

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI211019-2

>RD707-4A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Remarks: observations at nucleotide position 103

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI211019-2

>RD707-4A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI211019-2

>RD707-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2021-3

Reference Detail

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI211019-2

>RD707-5A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCYGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Remarks: observations at nucleotide position 71

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI211019-2

>RD707-5A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI211019-2

>RD707-5A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2021-3

Reference Detail

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI211019-2

>RD707-6A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGG
GATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTG
CTCATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCG
ACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCG
TATCGAGCTGTGCATACGTGACGGAATCGCTCTCCAA
AGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACC
G

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI211019-2

>RD707-6A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCT
TGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATT
TAGTAGTATTTACCTTACATAGTTTCTTTAAAAATAAC
AAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTA
TCTTTGTATTAATTTATATTATAGGTTTATATATCCTTT
TCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTT
CAATCTAAAATAGATAAAAATTATAATTTTGATTATT
TATTGCTTTTATTTCAGAAATAAGAAATAAATTATAT
GCTTTTTTTTTATGTTAATGGAAAAATAAAATATAGTA
GATAATACTAGATAATAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI211019-2

>RD707-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATAAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATCGAGCCTGTTCCTGGAGAAGAAAGT
CAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATCCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTG
AGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA sequences in FASTA format

Internal transcribed spacer 2 of nuclear ribosomal RNA (ITS2) sequence of plant voucher specimen of
Saussurea involucrata and Chinese Materia Medica (CMM) Herba Saussureae Involucratae

>RD675-1B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD676-1B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD677-1A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD678-1A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD705-1B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD705-2B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD705-3A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD705-4A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD705-5A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD706-1A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGCCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD706-2B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD706-3A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD706-4B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD706-5B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD707-1B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD707-2A_ITS2
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CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD707-3B_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD707-4A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGYCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD707-5A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCYGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
>RD707-6A_ITS2
CGCATCGCGTCGCCCCCAACCACGCCTCCCTCATGGGGATGTGTTTTGTTTGGGGCGGAGAATGGTCTCCCGTGCT
CATGGTGCGGTTGGCCTAAAAAGGAGTCCCCTTCGACGGACGCACGGCTAGTGGTGGTTTTCAAGGCCTTCGTATC
GAGCTGTGCATACGTGACGGAATCGCTCTCCAAAGACCCCAACGTGTCGTCTTGCGACGACGCTTCGACCG
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Chloroplast psbA-trnH intergenic spacer (psbA-trnH) sequence of plant voucher specimen of Saussurea
involucrata and Chinese Materia Medica (CMM) Herba Saussureae Involucratae

>RD675-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD676-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD677-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD678-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD705-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTITCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD705-2B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD705-3A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTITCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGK

>RD705-4A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGK

>RD705-5A_psbA-trnH
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ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD706-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATYTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGK

>RD706-2B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTITCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD706-3A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD706-4B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD706-5B psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD707-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGK

>RD707-2A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD707-3B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
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TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD707-4A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTITAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGCA
GT

>RD707-5A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>RD707-6A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATCGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTTTTTGAACTAAAAAAGGAGCAATAGCTTCCCTCTTGTTTTATCAAGAGGGCGTTATTGCTCCTTTTTTTATTTAG
TAGTATTTACCTTACATAGTTTCTTTAAAAATAACAAGGGGGTTTTATAGTTTGGTTCGATTAGCGTGTTTTATCTTT
GTATTAATTTATATTATAGGTTTATATATCCTTTTCCCAATCGTTTATGAAGTTTTATTTCCAACTCAATTTCAATCT
AAAATAGATAAAAATTATAATTTTGATTATTTATTGCTTTTATTTCAGAAATAAGAAATAAATTATATGCTTTTTTT
TTATGTTAATGGAAAAATAAAATATAGTAGATAATACTAGATAATAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT
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Partial chloroplast ribulose bisphosphate carboxylase large chain (rbcL) sequence of plant voucher
specimen of Saussurea involucrata and Chinese Materia Medica (CMM) Herba Saussureae Involucratae

>RD675-1B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD676-1B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD677-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD678-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD705-1B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD705-2B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD705-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD705-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
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GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD705-5A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD706-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD706-2B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD706-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD706-4B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD706-5B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD707-1B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT
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>RD707-2A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD707-3B_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD707-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD707-5A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>RD707-6A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATAAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATCGAGCCTGTTCCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATCCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT
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