GCMTI FS:2023-1

Fact sheet of reference DNA sequences of Phellodendron chinense (3% FZ1%})

Summary

Scientific name

Type of reference material

used for data generation

Plant voucher specimen

(number / locality)

Chinese Materia Medica

(number / locality)

Total number of specimen

Specimen source

Method for data generation

Length of DNA barcode

Information

Phellodendron chinense Schneid

Plant voucher specimen

Chinese Materia Medica: Cortex Phellodendri

Chinensis (JI[&41]) / Cortex Phellodendri (&5

FH)

2 / Zhenba County, Shaanxi, China

2 / Changshun County, Guizhou Province,

China

4 / Zhenba County, Shaanxi, China

12 / Changshun County, Guizhou Province,

China

20

GCMTI collection

Hong Kong Chinese Materia Medica Standards

(HKCMMS) Project

GCMTI RD-5:2020

Nuclear internal transcribed spacer 2 (ITS2) is



GCMTI FS:2023-1

Summary Information

226-227 bp

® Chloroplast psbA-trnH intergenic spacer (psbA-

trnH) is 417-438 bp

® Chloroplast ribulose bisphosphate carboxylase

large chain (rbcL) is 553 bp



Reference DNA Sequence

Plant Specimen

GCMTI FS:2023-1

Reference Detail

Description of Plant voucher
reference material specimen
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 22RD18
Internal transcribed spacer 2 of nuclear ribosomal ISJam;i}e mark glRDbl 8-1B
RNA (ITS2) ocality en a.Coupty,
Shaanxi, China
Batch ID. BI220209 Corresponding 21RD65
>22RDI18-1B_ITS2 CMM specimen
CGCATCGCTGCCCCACCCCACCCCCGLLCCCGGGGaLe Authenticated Yes
TGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCC Remarks -
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG Image

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220209

>22RD18-1B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTT
TAATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTG
ATTTAGTATCATATATTTGGTATGCGCTAATACTACTA
AGAAAATTTTAATTTTCTTAATTTATTAATTAGATTCT
AATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGA
AAAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTC
ATGGATTTTCATAAATAAGATAAGATAAAAAAATAAT
GATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAA
TTT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220209

>22RDI18-1B_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA

lom m_Tmm




Reference DNA Sequence

Plant Specimen

GCMTI FS:2023-1

Reference Detail

Description of Plant voucher
reference material specimen
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 22RD19
Internal transcribed spacer 2 of nuclear ribosomal ISJamI?e mark ;iRDbl a1
RNA (ITS2) ocality en a.Coupty,
Shaanxi, China
Batch ID. BI220209 Corresponding 21RD65
>22RD19-1B_ITS2 CMM specimen
CGCATCGCTGCCCCACCCCACCCCCGLCCCCGGGaaee Authenticated Yes
TGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCC Remarks -
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG Image

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220209

>22RD19-1B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTT
TAATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTG
ATTTAGTATCATATATTTGGTATGCGCTAATACTACTA
AGAAAATTTTAATTTTCTTAATTTATTAATTAGATTCT
AATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGA
AAAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTC
ATGGATTTTCATAAATAAGATAAGATAAAAAAATAAT
GATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAA
TTTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220209

>22RD19-1B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA




Reference DNA Sequence

Plant Specimen

GCMTI FS:2023-1

Reference Detail

Description of Plant voucher
reference material specimen
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 22RD20
Internal transcribed spacer 2 of nuclear ribosomal Samp%e mark 22RD20-1B
RNA (ITS2) Locality Che.mgshun C(.)unty,
Guizhou Province,
Batch ID. B1220209 China
>20RD20-1B ITS2 Corresponding 21RD66
CGCATCGCTGCCCCACCCCCACCCCCGCCCCGGGGGC CMM specimen
CTGGCGGTGTGGGCGAAAAATGGCCTCCCGTGCGCTC Authenticated Yes
CCCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGA Remarks _
CCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTC
TCGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGG
GACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTC
GCATCG
Image

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220209

>22RD20-1B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTT
TAATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTG
ATTTAGTATCATATATTTGGTATGCGCTAATACTACTA
AGAAAATTTTAATTTTCTTAATTTATTAATTAGATTCT
AATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGA
AAAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTC
ATGGATTTTCATAAATAAGATAAGATAAAAAAATAAT
GATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAA
TTTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220209

>22RD20-1B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA




Reference DNA Sequence

Plant Specimen

GCMTI FS:2023-1

Reference Detail

Description of Plant voucher
reference material specimen
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 22RD21
Internal transcribed spacer 2 of nuclear ribosomal Samp%e mark 22RD21-1B
RNA (ITS2) Locality Che.mgshun C(.)unty,
Guizhou Province,
Batch ID. B1220209 China
>20RD21-1B ITS2 Corresponding 21RD66
CGCATCGCTGCCCCACCCCCACCCCCGCCCCGGGGGC CMM specimen
CTGGCGGTGTGGGCGAAAAATGGCCTCCCGTGCGCTC Authenticated Yes
CCCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGA Remarks _
CCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTC
TCGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGG
GACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTC
GCATCG
Image

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220209

>22RD21-1B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTT
TAATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTG
ATTTAGTATCATATATTTGGTATGCGCTAATACTACTA
AGAAAATTTTAATTTTCTTAATTTATTAATTAGATTCT
AATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGA
AAAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTC
ATGGATTTTCATAAATAAGATAAGATAAAAAAATAAT
GATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAA
TTT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220209

>22RD21-1B_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of Specimen of Cortex
reference material Phellodendri Chinensis
DNA Information Scientific name Phellodendron
chinense Schneid

Laboratory number | 21RD65
Internal transcribed spacer 2 of nuclear ribosomal Samlﬁe mark ZLRD65'1A
RNA (ITS2) Locality zZ enba.Coupty,

Shaanxi, China
Batch ID. BI220209-2 Corresponding 22RD18, 22RD19
>21RD65-1A_ITS2 plant voucher
CGCATCGCTGCCCCACCCCACCCCCGLCCCCGGGaaee specimen
TGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCC Authenticated Yes
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC Remarks _
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG
Image

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)
Batch ID. B1220209-2 )

Front view

>21RD65-1A_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCGC
AAGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTTATT
TTAATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTT
GATTTAGTATCATATATTTGGTATGCGCTAATACTACT
AAGAAAATTTTAATTTTATTAATTTATTAATTAGATTC
TAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGA
AAAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTC
ATGGATTTTCATAAATAAGATAAGATAAAAAAATAAT
GATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAA
TTTTGTAAA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220209-2

>21RD65-1A_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of Specimen of Cortex
reference material Phellodendri Chinensis
DNA Information Scientific name Phellodendron
chinense Schneid

Laboratory number | 21RD65
Internal transcribed spacer 2 of nuclear ribosomal Samlﬁe mark ZLRD“'SA
RNA (ITS2) Locality zZ enba.Coupty,

Shaanxi, China
Batch ID. BI220316 Corresponding 22RD18, 22RD19
>21RD65-5A_ITS2 plant voucher
CGCATCGCTGCCCCACCCCACCCCCGLLCCCGGGGaLe specimen
TGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCC Authenticated Yes
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC Remarks _
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG
Image

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)
Batch ID. BI220316 .

Front view

>21RD65-5A_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCGC
AAGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTTATT
TTAATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTT
GATTTAGTATCATATATTTGGTATGCGCTAATACTACT
AAGAAAATTTTAATTTTCTTAATTTATTAATTAGATTC
TAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGA
AAAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTC
ATGGATTTTCATAAATAAGATAAGATAAAAAAATAAT
GATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAA
TTTTGTAAATAGCAGAGGGGCG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI220316

>21RD65-5A _tbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of Specimen of Cortex
reference material Phellodendri Chinensis
DNA Information Scientific name Phellodendron
chinense Schneid

Laboratory number | 21RD65
Internal transcribed spacer 2 of nuclear ribosomal Samlﬁe mark ZLRD65'6B
RNA (ITS2) Locality zZ enba.Coupty,

Shaanxi, China
Batch ID. BI220316 Corresponding 22RD18, 22RD19
>21RD65-6B_ITS2 plant voucher
CGCATCGCTGCCCCACCCCACCCCCGLLCCCGGGGaLe specimen
TGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCC Authenticated Yes
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC Remarks _
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG
Image

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)
Batch ID. BI220316 .

Front view

>21RD65-6B_psbA-trnH
AATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTT
AAAAATAACGGATCAATACCGACCCCCCGCAAGGGG
GGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGT
AGTTTTTTATTTACATCTTTTTTTTTTTTTTATTTTAATT
TGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTA
GTATCATATATTTGGTATGCGCTAATACTACTAAGAA
AATTTTAATTTTATTAATTTATTAATTAGATTCTAATT
TTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAG
AGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTCATGG
ATTTTCATAAATAAGATAAGATAAAAAAATAATGATC
AATGATTGAAATGGAGATTTTTGTAGTTCAAAATTTT
GTAAATAGCAGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI220316

>21RD65-6B_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

DNA Information

Description of
reference material

Specimen of Cortex

Phellodendri Chinensis

Scientific name

Phellodendron
chinense Schneid

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI220316

>21RD65-7B_ITS2
CGCATCGCTGCCCCACCCCACCCCCGLCCYCGGGGGLC
TGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCC
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC
CGGAGCCGCGGYGATCGGTGGTGAAAACAAGCCTCT
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG

Remarks: observation at nucleotide position 29, 123

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI220316

>21RD65-7B_psbA-trnH
TTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGG
ATCAATACCGACCCCCCTTGCGGGGGGTCGGTATTAA
TCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTA
CATCTTTTTTTTTTTTATTTTAATTTGAAGTATTTTTAT
GCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTG
GTATGCGCTAATACTACTAAGAAAATTTTAATTTTCTT
AATTTATTAATTAGATTCTAATTTTTGAATTTTTACAG
TTAATTTAATAGAAAAGAAAAGAGAAAGGTTGTAGTT
TTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGA
TAAGATAAAAAAATAATGATCAATGATTGAAATGGA
GATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGG
G

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI220316

>21RD65-7B_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA

Laboratory number

21RD65

Sample mark 21RD65-7B

Locality Zhenba County,
Shaanxi, China

Corresponding 22RD18, 22RD19

plant voucher

specimen

Authenticated Yes

Remarks ITS2: 29Y, 123Y

Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of Specimen of Cortex
reference material Phellodendri Chinensis
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 21RD66
Internal transcribed spacer 2 of nuclear ribosomal Samlﬁe mark 2 LRD6§2A
RNA (ITS2) Locality C angshun Cgunty,
Guizhou Province,
Batch ID. BI220209-2 China
>21RD66-2A_ITS2 Corresponding 22RD20, 22RD21
CGCATCGCTGCCCCACCCCACCCeeaeeeeaaGaaaece plant voucher
TGGCGGTGTGGGCGRAAAATGGCCTCCCGTGCGCTCC specimen
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC .
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT Authenticated Yes
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG Remarks ITS2: 52R
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG
Remarks: observation at nucleotide position 52 Image
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)
Batch ID. BI220209-2 Front view

>21RD66-2A_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCGC
AAGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTITTTTATTT
TAATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTG
ATTTAGTATCATATATTTGGTATGCGCTAATACTACTA
AGAAAATTTTAATTTTCTTAATTTATTAATTAGATTCT
AATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGA
AAAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTC
ATGGATTTTCATAAATAAGATAAGATAAAAAAATAAT
GATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAA
TTTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rvbcL)

Batch ID. B1220209-2

>21RD66-2A_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA

11

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of Specimen of Cortex
reference material Phellodendri Chinensis
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 21RD66
Internal transcribed spacer 2 of nuclear ribosomal Samlﬁe mark 2 LRD6?1'3B
RNA (ITS2) Locality C angshun Cgunty,
Guizhou Province,
Batch ID. B1220316-2 China
>21RD66-3B_ITS2 Corresponding 22RD20, 22RD21
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGEee plant voucher
TGGCGGTGCAGGCGGAAAATGGCCTCCCGTGCGCTCC specimen
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC .
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT Authenticated Yes
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG Remarks -
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG
Chloroplast psbA-trnH intergenic spacer (psbA- Image
trnH)
Batch ID. B1220316-2
>21RD66-3B_psbA-trnH Front view

TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTT
AATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGA
TTTAGTATCATATATTTGGTATGCGCTAATACTACTAA
GAAAATTTTAATTTTCTTAATTTATTAATTAGATTCTA
ATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAA
AAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTCA
TGGATTTTCATAAATAAGATAAGATAAAAAAATAATG
ATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAAT
TTTGTAAATAGCAGAGGGGCG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220316-2

>21RD66-3B_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of Specimen of Cortex
reference material Phellodendri Chinensis
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 21RD66
Internal transcribed spacer 2 of nuclear ribosomal Samlﬁe mark 2 LRD6?1'4A
RNA (ITS2) Locality C angshun Cgunty,
Guizhou Province,
Batch ID. B1220316-2 China
>21RD66-4A_ITS2 Corresponding 22RD20, 22RD21
CGCATCGCTGCCCCACCCCACCCCCGLLCCCGGGGaLe plant voucher
TGGCGGTGCAGGCGGAAAATGGCCTCCCGTGCGCTCC specimen
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC .
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT Authenticated Yes
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG Remarks -
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG
Chloroplast psbA-trnH intergenic spacer (psbA- Image
trnH)
Batch ID. B1220316-2
>21RD66-4A_psbA-trnH Front view

TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTT
AATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGA
TTTAGTATCATATATTTGGTATGCGCTAATACTACTAA
GAAAATTTTAATTTTCTTAATTTATTAATTAGATTCTA
ATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAA
AAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTCA
TGGATTTTCATAAATAAGATAAGATAAAAAAATAATG
ATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAAT
TTTGTAAATAGCAGAGGGGCG

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220316-2

>21RD66-4A_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of Specimen of Cortex
reference material Phellodendri Chinensis
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 21RD66
Internal transcribed spacer 2 of nuclear ribosomal Samlﬁe mark 2 LRD6?1'5B
RNA (ITS2) Locality C angshun Cgunty,
Guizhou Province,
Batch ID. BI220316-2 China
>21RD66-5B_ITS2 Corresponding 22RD20, 22RD21
CGCATCGCTGCCCCACCCCACCCCCKCCeeGGaaaee plant voucher
TGGCGGTGYGGGCGRAAAATGGCCTCCCGTGCGCTCC specimen
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC .
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT Authenticated Yes
CGARCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG Remarks ITS2: 26K, 46Y, 52R,
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG 151R
CATCG
Remarks: observation at nucleotide position 26, 46, 52, 151
; : Image
Chloroplast psbA-trnH intergenic spacer (psbA- 4
trnH)
Batch ID. BI220316-2
Front view

>21RD66-5B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTT
AATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGA
TTTAGTATCATATATTTGGTATGCGCTAATACTACTAA
GAAAATTTTAATTTTCTTAATTTATTAATTAGATTCTA
ATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAA
AAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTCA
TGGATTTTCATAAATAAGATAAGATAAAAAAATAATG
ATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAAT
TTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rvbcL)

Batch ID. B1220316-2

>21RD66-5B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA

14

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of
reference material

Specimen of Cortex
Phellodendri Chinensis

DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 21RD66
Internal transcribed spacer 2 of nuclear ribosomal Samlﬁe mark 2 LRD6?1'6A
RNA (ITS2) Locality C angshun Cgunty,
Guizhou Province,
Batch ID. BI220316-2 China
>21RD66-6A_ITS2 Corresponding 22RD20, 22RD21
CGCATCGCTGCCCCACCCCACCCCCKCCeeGGaaaee plant voucher
TGGCGGTGYGGGCGRAAAATGGCCTCCCGTGCGCTCC specimen
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC .
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT Authenticated Yes
CGARCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG Remarks ITS2: 26K, 46Y, 52R,
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG 151R
CATCG
Remarks: observation at nucleotide position 26, 46, 52, 151
; : Image
Chloroplast psbA-trnH intergenic spacer (psbA- 4
trnH)
Batch ID. BI220316-2
Front view

>21RD66-6A_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTT
AATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGA
TTTAGTATCATATATTTGGTATGCGCTAATACTACTAA
GAAAATTTTAATTTTCTTAATTTATTAATTAGATTCTA
ATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAA
AAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTCA
TGGATTTTCATAAATAAGATAAGATAAAAAAATAATG
ATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAAT
TTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220316-2

>21RD66-6A_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA

15

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

GCMTI FS:2023-1

Reference Detail

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1220316-2

>21RD66-7B_ITS2
CGCATCGCTGCCCCACCCCACCCCCKCCCCGGGGGLL
TGGCGGTGYGGGCGRAAAATGGCCTCCCGTGCGCTCC
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT
CGARCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG

Remarks: observation at nucleotide position 26, 46, 52, 151

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220316-2

>21RD66-7B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTT
AATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGA
TTTAGTATCATATATTTGGTATGCGCTAATACTACTAA
GAAAATTTTAATTTTCTTAATTTATTAATTAGATTCTA
ATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAA
AAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTCA
TGGATTTTCATAAATAAGATAAGATAAAAAAATAATG
ATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAAT
TTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220316-2

>21RD66-7B_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA

Description of Specimen of Cortex

reference material Phellodendri Chinensis

Scientific name Phellodendron
chinense Schneid

Laboratory number | 21RD66

Sample mark 21RD66-7B

Locality Changshun County,
Guizhou Province,
China

Corresponding 22RD20, 22RD21

plant voucher

specimen

Authenticated Yes

Remarks ITS2: 26K, 46Y, 52R,
151R

Image
Front view

Back view
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of
reference material

Specimen of Cortex
Phellodendri Chinensis

DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 21RD66
Internal transcribed spacer 2 of nuclear ribosomal Samlﬁe mark 2 LRD6?1'8B
RNA (ITS2) Locality C angshun Cgunty,
Guizhou Province,
Batch ID. B1220316-2 China
>21RD66-8B_ITS2 Corresponding 22RD20, 22RD21
CGCATCGCTGCCCCACCCCACCCCCKCCCCGGGGGCC plant voucher
TGGCGGTGYGGGCGRAAAATGGCCTCCCGTGCGCTCC specimen
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC .
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT Authenticated Yes
CGARCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG Remarks ITS2: 26K, 46Y, 52R,
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG 151R
CATCG
Remarks: observation at nucleotide position 26, 46, 52, 151
; : Image
Chloroplast psbA-trnH intergenic spacer (psbA- 4
trnH)
Batch ID. B1220316-2
Front view

>21RD66-8B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTT
AATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGA
TTTAGTATCATATATTTGGTATGCGCTAATACTACTAA
GAAAATTTTAATTTTCTTAATTTATTAATTAGATTCTA
ATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAA
AAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTCA
TGGATTTTCATAAATAAGATAAGATAAAAAAATAATG
ATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAAT
TTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220316-2

>21RD66-8B_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of
reference material

Specimen of Cortex
Phellodendri Chinensis

DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 21RD66
Internal transcribed spacer 2 of nuclear ribosomal Samrﬁe mark 2 LRD6?1'9A
RNA (ITS2) Locality C angshun Cgunty,
Guizhou Province,
Batch ID. BI220316-2 China
>21RD66-9A_ITS2 Corresponding 22RD20, 22RD21
CGCATCGCTGCCCCACCCCACCCCCKCCeeGGaaaee plant voucher
TGGCGGTGYGGGCGRAAAATGGCCTCCCGTGCGCTCC specimen
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC .
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT Authenticated Yes
CGARCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG Remarks ITS2: 26K, 46Y, 52R,
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG 151R
CATCG
Remarks: observation at nucleotide position 26, 46, 52, 151
; : Image
Chloroplast psbA-trnH intergenic spacer (psbA- 4
trnH)
Batch ID. BI220316-2
Front view

>21RD66-9A_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTT
AATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGA
TTTAGTATCATATATTTGGTATGCGCTAATACTACTAA
GAAAATTTTAATTTTCTTAATTTATTAATTAGATTCTA
ATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAA
AAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTCA
TGGATTTTCATAAATAAGATAAGATAAAAAAATAATG
ATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAAT
TTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220316-2

>21RD66-9A_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA

18

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of Specimen of Cortex
reference material Phellodendri Chinensis
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 21RD66
Internal transcribed spacer 2 of nuclear ribosomal ISJam;?e mark 2 LRD6?1'1 1B
RNA (ITS2) ocality C angshun Cgunty,
Guizhou Province,
Batch ID. B1220321 China
>21RD66-11B_ITS2 Corresponding 22RD20, 22RD21
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGEee plant voucher
TGGCGGTGCAGGCGGAAAATGGCCTCCCGTGCGCTCC specimen
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC .
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT Authenticated Yes
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG Remarks -
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG
Chloroplast psbA-trnH intergenic spacer (psbA- Image
trnH)
Batch ID. B1220321
>21RD66-11B_psbA-trnH Front view

TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCTT
GCGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTT
AATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGA
TTTAGTATCATATATTTGGTATGCGCTAATACTACTAA
GAAAATTTTAATTTTCTTAATTTATTAATTAGATTCTA
ATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAA
AAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTCA
TGGATTTTCATAAATAAGATAAGATAAAAAAATAATG
ATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAAT
TTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220321

>21RD66-11B_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of Specimen of Cortex
reference material Phellodendri Chinensis
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 21RD66
Internal transcribed spacer 2 of nuclear ribosomal ISJamI?e mark 2 LRD6?1' 12B
RNA (ITS2) ocality C angshun Cgunty,
Guizhou Province,
Batch ID. BI220321 China
>21RD66-12B_ITS2 Corresponding 22RD20, 22RD21
CGCATCGCTGCCCCACCCCACCCeeaeeeeaaGaaaece plant voucher
TGGCGGTGTGGGCGRAAAATGGCCTCCCGTGCGCTCC specimen
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC .
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT Authenticated Yes
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG Remarks ITS2: 52R
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG
Remarks: observation at nucleotide position 52 Image
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)
Batch ID. BI220321 Front view

>21RD66-12B_psbA-trmH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCGC
AAGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTITTTTATTT
TAATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTG
ATTTAGTATCATATATTTGGTATGCGCTAATACTACTA
AGAAAATTTTAATTTTCTTAATTTATTAATTAGATTCT
AATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGA
AAAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTC
ATGGATTTTCATAAATAAGATAAGATAAAAAAATAAT
GATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAA
TTTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220321

>21RD66-12B_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of Specimen of Cortex
reference material Phellodendri Chinensis
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 21RD66
Internal transcribed spacer 2 of nuclear ribosomal ISJam;i}e mark 2 LRD6?1' 14A
RNA (ITS2) ocality C angshun Cgunty,
Guizhou Province,
Batch ID. BI220321 China
>21RD66-14A_ITS2 Corresponding 22RD20, 22RD21
CGCATCGCTGCCCCACCCCACCCeeaeeeeaaGaaaece plant voucher
TGGCGGTGTGGGCGRAAAATGGCCTCCCGTGCGCTCC specimen
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC .
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT Authenticated Yes
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG Remarks ITS2: 52R
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG
Remarks: observation at nucleotide position 52 Image
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)
Batch ID. BI220321 Front view

>21RD66-14A_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCGC
AAGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTITTTTATTT
TAATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTG
ATTTAGTATCATATATTTGGTATGCGCTAATACTACTA
AGAAAATTTTAATTTTCTTAATTTATTAATTAGATTCT
AATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGA
AAAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTC
ATGGATTTTCATAAATAAGATAAGATAAAAAAATAAT
GATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAA
TTTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220321

>21RD66-14A_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-1

Reference Detail

Description of Specimen of Cortex
reference material Phellodendri Chinensis
DNA Information Scientific name Phellodendron
chinense Schneid
Laboratory number | 21RD66
Internal transcribed spacer 2 of nuclear ribosomal ISJampﬁe mark 2 LRD6?1' 168
RNA (ITS2) ocality C angshun Cgunty,
Guizhou Province,
Batch ID. B1220321 China
>21RD66-16B_ITS2 Corresponding 22RD20, 22RD21
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGEee plant voucher
TGGCGGTGTGGGCGGAAAATGGCCTCCCGTGCGCTCC specimen
CCGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGAC .
CGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCT Authenticated Yes
CGAGCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGG Remarks -
ACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCG
CATCG
Chloroplast psbA-trnH intergenic spacer (psbA- Image
trnH)
Batch ID. B1220321
>21RD66-16B_psbA-trnH Front view

TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACG
AGTTTTTAAAAATAACGGATCAATACCGACCCCCCGC
AAGGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTT
CTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTT
TAATTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTG
ATTTAGTATCATATATTTGGTATGCGCTAATACTACTA
AGAAAATTTTAATTTTCTTAATTTATTAATTAGATTCT
AATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGA
AAAGAGAAAGGTTGTAGTTTTGTGCCCTTCGATCTTC
ATGGATTTTCATAAATAAGATAAGATAAAAAAATAAT
GATCAATGATTGAAATGGAGATTTTTGTAGTTCAAAA
TTTTGTAAATAGCAGAGGGGCGGA

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1220321

>21RD66-16B_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAA
TTGACTTATTATACTCCTGACTATGCAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAAGTCCTCAACC
CGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACAACATTGAGCCCGTTGCTGGAGAAGAAA
ATCAATATATATGTTATGTAGCTTACCCGTTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCT
CTACGTCTAGAGGATCTACGAATCCCTACCGCGTATA
CTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGT
TGAGAGAGATAAATTGAATAAGTATGGACGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCG
CTAAGAATTACGGTAGGGCAGTTTATGAATGTCTA
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Reference DNA sequences in FASTA format

Internal transcribed spacer 2 of nuclear ribosomal RNA (ITS2) sequence of plant voucher specimen of
Phellodendron chinense and Chinese Materia Medica (CMM) Cortex Phellodendri Chinensis

>22RD18-1B_ITS2
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGGCCTGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCCCC
GCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGAG
CTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>22RD19-1B_ITS2
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGGCCTGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCCCC
GCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGAG
CTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>22RD20-1B_ITS2
CGCATCGCTGCCCCACCCCCACCCCCGLCCCCGGGGGCCTGGCGGTGTGGGCGAAAAATGGCCTCCCGTGCGCTCCC
CGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGA
GCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>22RD21-1B_ITS2
CGCATCGCTGCCCCACCCCCACCCCCGCCCCGGGGGCCTGGCGGTGTGGGCGAAAAATGGCCTCCCGTGCGCTCCC
CGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGA
GCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD65-1A_ITS2
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGGCCTGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCCCC
GCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGAG
CTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD65-5A_ITS2
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGGCCTGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCCCC
GCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGAG
CTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD65-6B_ITS2
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGGCCTGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCCCC
GCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGAG
CTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD65-7B_ITS2
CGCATCGCTGCCCCACCCCACCCCCGCCYCGGGGGCCTGGCGGTGCGGGCGGACAATGGCCTCCCGTGCGCTCCC
CGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGYGATCGGTGGTGAAAACAAGCCTCTCGA
GCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-2A_ITS2
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGGCCTGGCGGTGTGGGCGRAAAATGGCCTCCCGTGCGCTCCCC
GCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGAG
CTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-3B_ITS2
CGCATCGCTGCCCCACCCCACCCCCGLLCCCGGGGGCCTGGCGGTGCAGGCGGAAAATGGCCTCCCGTGCGCTCCC
CGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGA
GCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-4A_ITS2
CGCATCGCTGCCCCACCCCACCCCCGLLCCCGGGGGCCTGGCGGTGCAGGCGGAAAATGGCCTCCCGTGCGCTCCC
CGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGA
GCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-5B_ITS2
CGCATCGCTGCCCCACCCCACCCCCKCCCCGGGGGCCTGGCGGTGYGGGCGRAAAATGGCCTCCCGTGCGCTCCC
CGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGA
RCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-6A_1TS2
CGCATCGCTGCCCCACCCCACCCCCKCCCCGGGGGCCTGGCGGTGYGGGCGRAAAATGGCCTCCCGTGCGCTCCC
CGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGA
RCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-7B_ITS2
CGCATCGCTGCCCCACCCCACCCCCKCCCCGGGGGCCTGGCGGTGYGGGCGRAAAATGGCCTCCCGTGCGCTCCC
CGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGA
RCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-8B_ITS2
CGCATCGCTGCCCCACCCCACCCCCKCCCCGGGGGCCTGGCGGTGYGGGCGRAAAATGGCCTCCCGTGCGCTCCC
CGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGA
RCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-9A_1TS2
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CGCATCGCTGCCCCACCCCACCCCCKCCCCGGGGGCCTGGCGGTGYGGGCGRAAAATGGCCTCCCGTGCGCTCCC
CGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGA
RCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-11B_ITS2
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGGCCTGGCGGTGCAGGCGGAAAATGGCCTCCCGTGCGCTCCC
CGCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGA
GCTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-12B_ITS2
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGGCCTGGCGGTGTGGGCGRAAAATGGCCTCCCGTGCGCTCCCC
GCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGAG
CTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-14A_ITS2
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGGCCTGGCGGTGTGGGCGRAAAATGGCCTCCCGTGCGCTCCCC
GCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGAG
CTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
>21RD66-16B_ITS2
CGCATCGCTGCCCCACCCCACCCCCGCCCCGGGGGCCTGGCGGTGTGGGCGGAAAATGGCCTCCCGTGCGCTCCCC
GCTCGCGGTTGGCCCAAATTCGAGTCCTCGGCGACCGGAGCCGCGGCGATCGGTGGTGAAAACAAGCCTCTCGAG
CTCACGCCGCGAGCCCGTGTCTTCCTTTTCGGGACTCAGGGACCCTGACGCTCCGCGCGAGCGGCGCTCGCATCG
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Chloroplast psbA-trnH intergenic spacer (psbA-trnH) sequence of plant voucher specimen of
Phellodendron chinense and Chinese Materia Medica (CMM) Cortex Phellodendri Chinensis

>22RD18-1B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTTTAAT
TTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAA
ATTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGA
AAGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGA
TTGAAATGGAGATTTTTGTAGTTCAAAATTT

>22RD19-1B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTTTAAT
TTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAA
ATTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGA
AAGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGA
TTGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA

>22RD20-1B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTTTAAT
TTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAA
ATTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGA
AAGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGA
TTGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA

>22RD21-1B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTTTAAT
TTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAA
ATTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGA
AAGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGA
TTGAAATGGAGATTTTTGTAGTTCAAAATTT

>21RD65-1A_psbA-trmH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCGCAA
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTTATTTTAA
TTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAA
AATTTTAATTTTATTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAG
AAAGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATG
ATTGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAA

>21RD65-5A_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCGCAA
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTTATTTTAA
TTTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAA
AATTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAG
AAAGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATG
ATTGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCG

>21RD65-6B psbA-trnH
AATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCGCAAGGGGG
GTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTTTATTTTAATTTG
AAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAAATT
TTAATTTTATTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGAAAG
GTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGATTG
AAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGA

>21RD65-7B_psbA-trnH
TTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGCGGGGGGTCGGTATTAAT
CCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTITTATTITTAATTTGAAGTATTTTTATGC
TTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAAATTTTAATTTTCTTAAT
TTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGAAAGGTTGTAGTTTTGTG
CCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGATTGAAATGGAGATTTTT
GTAGTTCAAAATTTTGTAAATAGCAGAGGGG

>21RD66-2A_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCGCAA
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTTTAAT
TTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAA
ATTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGA
AAGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGA
TTGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA

>21RD66-3B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTTAATT
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TGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAAA
TTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGAA
AGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGAT
TGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCG

>21RD66-4A_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTTAATT
TGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAAA
TTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGAA
AGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGAT
TGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCG

>21RD66-5B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTTAATT
TGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAAA
TTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGAA
AGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGAT
TGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA

>21RD66-6A_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTTAATT
TGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAAA
TTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGAA
AGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGAT
TGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA

>21RD66-7B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTTAATT
TGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAAA
TTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGAA
AGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGAT
TGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA

>21RD66-8B_psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTTAATT
TGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAAA
TTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGAA
AGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGAT
TGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA

>21RD66-9A psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTTAATT
TGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAAA
TTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGAA
AGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGAT
TGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA

>21RD66-11B_psbA-trmH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCTTGC
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTATTTTAATT
TGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAAA
TTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGAA
AGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGAT
TGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA

>21RD66-12B_psbA-trmH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCGCAA
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTTTAAT
TTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAA
ATTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGA
AAGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGA
TTGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA

>21RD66-14A psbA-trnH
TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCGCAA
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTTTAAT
TTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAA
ATTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGA
AAGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGA
TTGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA

>21RD66-16B_psbA-trmH
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TCTACAAATGGATAAGATTTTGATCTTTGTGTAGACGAGTTTTTAAAAATAACGGATCAATACCGACCCCCCGCAA
GGGGGGTCGGTATTAATCCGTTATTGAGTCGGTTTCTTTAGTAGTTTTTTATTTACATCTTTTTTTTTTTTATTTTAAT
TTGAAGTATTTTTATGCTTTTCGTTCTTTTCTTTGATTTAGTATCATATATTTGGTATGCGCTAATACTACTAAGAAA
ATTTTAATTTTCTTAATTTATTAATTAGATTCTAATTTTTGAATTTTTACAGTTAATTTAATAGAAAAGAAAAGAGA
AAGGTTGTAGTTTTGTGCCCTTCGATCTTCATGGATTTTCATAAATAAGATAAGATAAAAAAATAATGATCAATGA
TTGAAATGGAGATTTTTGTAGTTCAAAATTTTGTAAATAGCAGAGGGGCGGA
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Partial chloroplast ribulose bisphosphate carboxylase large chain (#bcL) sequence of plant voucher
specimen of Phellodendron chinense and Chinese Materia Medica (CMM) Cortex Phellodendri
Chinensis

>22RD18-1B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>22RD19-1B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>22RD20-1B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>22RD21-1B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD65-1A_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD65-5A rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD65-6B rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD65-7B_rbcL
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GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-2A_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-3B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-4A_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-5B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-6A_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-7B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-8B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
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AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-9A_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-11B_rbcL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-12B_rbel
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-14A_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA

>21RD66-16B_rbeL
GAGTGTTGGATTCAAAGCCGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGACTATGCAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAAGTCCTCAACCCGGAGTTCCACCCGAGGAAGCGGGGGCTGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGGCTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACAACATTGAGCCCGTTGCTGGAGAAGAAAATCAATATATATGTTATGTAGCTTACCCGTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTGCGCGCTCTACGTCTAG
AGGATCTACGAATCCCTACCGCGTATACTAAAACTTTCCAAGGCCCGCCTCACGGCATCCAAGTTGAGAGAGATA
AATTGAATAAGTATGGACGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAGAATTACGG
TAGGGCAGTTTATGAATGTCTA
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