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SEDNAFFS

GCMTI FS:2020-1

SEEH
=KL ¥iN
S0k HEYIRR A
By Panax ginseng C.A.
DNAEHY Mey
ERERS RDS8
Bl RDS88-A
ZAERS DNA 85 — A B 5 PR & (1TS2) T o BB 5 PR A
THEfE T aepi A | RD80
fLZ4m5% B1180918 [t 5l =
>RDS8-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA @/%

CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELREE psbA-trnH FERE & (psbA-trnH)

it X 4m5E BI180918

>RD88-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

LA BRI I NE R LI A S (rbeL)
HtZ4mat BI180918

>RD88-A_rbeL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC




SEDNAFFS

GCMTI FS:2020-1

2L
LERZLEPIN
SRR HYBEIEA
B Panax ginseng C.A.
DNAZEHS Mey
=R RD89
Rl RD89-A
M Rl E R AT
THEIEZ F RD81
it 4m5% B1180918 EEER =
>RD89-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA @@

CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

HEX4R5% B1180918

>RD89-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

HE4R5% B1180918

>RD89-A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

Collction location: J'an City, Toaghia Cit, Jilis
Province

Collected by Yog i, 11:08-2008

Mentifed by: Zhang 5 20-11003

Remark Hone Kong Clinese Mateis Medica Standards
Vouher Specimen 10: RS-0503, concsponding CVM
. 2YC2002082




SEDNAFFS

GCMTI FS:2020-1

e 4
HEYIBEA
el TV SRS IEAS
B2 Panax ginseng C.A.
DNAZEHS Mey
HhR= 4Rk RD90
EDT RD90-A
P o B S AR
TS EZ P EEREEA | RD82
#LR 4ok BI180918 [l o
>RD90-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA E@

CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

HEX4R5% B1180918

>RD90-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

e 4m5% B1180918

>RD90-A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC




SEDNAFFS

GCMTI FS:2020-1

2L
LERZLEPIN
SR ERERA
B Panax ginseng C.A.
DNAZEHS Mey
=R RD91
Rl RD91-A
M Rl E R AT
THEE TE8Ep A | RD8I
it 4m5% B1180918 EEER =
>RD91-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA @@

CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

HEX4R5% B1180918

>RD91-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

HE4R5% B1180918

>RD91-A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC




SEDNAFFS

GCMTI FS:2020-1

e 4
HEYIBEA
el TV SRS IEAS
B2 Panax ginseng C.A.
DNAZEHS Mey
HhR= 4Rk RD99
EDT RD99-A
P o B S AR
TS EZ P EEREEA | RD82
HER4R5E BI180918-2 [l o
>RD99-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA E@

CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

LXK 4R5% B1180918-2

>RD99-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

HER4RTE B1180918-2

>RD99-A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC




GCMTI FS:2020-1

SEDNAFFS sEH

=KL ZIN
kUl HEYIRR A
B2 Panax ginseng C.A.
DNAZH Mey.

HhR= 4Rk RD100
FEfmEAC RD100-A

T HERS DNA 5 N3t EE(TS2) M PERISR B EL T
TS EZ TP EERIEAC | RDSI

HLR4mok BI180918-2 [l P

>RD100-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA E&
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG ‘ e
1!

BELEEE psbA-trnH F:[RIE & (psbA-trnH)

it X 4m5%E BI180918-2

>RD100-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

TEARAS —WRRRAX IR FL  ERR RS (rbeL)
ftt 4Rk B1180918-2

>RD100-A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC




SEDNAFFS

GCMTI FS:2020-1

2EEH
ERULEZN
ST EEERA
B Panax ginseng C.A.
DNAZH Mey.
HEREREI RDI01
i RDI01-A
1 RS DNA 55 — NS0 EEk PR (ITS2) M Rl E R AT
TH$ i 48 RD8I
HLR4mok BI180918-2 [l P
>RDI101-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA E@

CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELREE psbA-trnH FE R & (psbA-trnH)

it X 4m5%E BI180918-2

>RD101-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

LR AE BRI A NE R (LA #E (rbe L)
HtZ4maE BI180918-2

>RD101-A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC




SEDNAFFS

GCMTI FS:2020-1

B2EER
&g
et Ul B A SR
By Panax ginseng C.A.
DNAZH#/ Mey.
HEiERE RDS0
i RDS80-1A
T HERS DNA 55— A3 sk PRI (1TS2) FEHT ] S MR AR
T e~ YR RD83
ftZ4m5% B1180611 EN
[t 5l &
>RD80-1A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG E @

TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELREE psbA-trnH FE R & (psbA-trnH)

it X 4w BI180611

>RD80-1A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " REIRAZIEE R (LG RS (rbeL)
HE K 4R5% BI180611

>RD80-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

&

sxrite colorchecker EXSTR
!

&

colorchecker EXSSA
a




SEDNAFFS

GCMTI FS:2020-1

DNAE#Y

1%HERS DNA 25 — N SRk iR E (ITS2)
HtZ4maE BI180611-2

>RD80-2A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

BELEEE psbA-trnH F:[RIE & (psbA-trnH)

X 4R BI180611-2

>RD80-2A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " REIRAZIEE R (LG RS (rbeL)
HtZ4maE BI180611-2

>RD80-2A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

Sk} thEERF N\ 2R

B4 Panax ginseng C.A.
Mey.

BEERER RDS0

A RD80-2A

N th S B AR

HHEHE > AEYE RD88

N

ELEE R =

colorchecker EESSH




GCMTI FS:2020-1

SEDNAFFS

G o) A
SR Bt | Sfm
S SEHH TEMAZEE
By Panax ginseng C.A.
Mey.
e - B =R RDS0
FAHE DNA 55 = P04 RRE(TS2) ey RDS03A
#2048 BI1S061 12 S o BB 5 PR A
KA : RS 2 BV EaaHE | RDSS
>RD80-3A_ITS2 EN
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA E%EU %
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA > R
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC st rbeL: 64Y, 463Y

GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

i
BELEEE psbA-trnH F:[RIE & (psbA-trnH)

X 4R BI180611-2

>RD80-3A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

TECRHE B AZ T RE AR EE R HEGrbeL)

HtZ4maE BI180611-2

>RD80-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGAYCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAAYAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

st RELALE 64 F1 463

11



SEDNAFFS

DNAEH

1%HERS DNA 25 — N SRk iR E (ITS2)
HtZ4maE BI180611-2

>RD80-4A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELREE psbA-trnH FE R & (psbA-trnH)

X 4R BI180611-2

>RD80-4A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRAS — BRI AN L (LEG A (rbeL)
f 4R BI180611-2

>RD80-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGAYCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAAYAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

sk WELE 64 F1 463

GCMTI FS:2020-1

kUl hEE ASHEAR
B Panax ginseng C.A.
Mey.

HER=EREI RD80

Bl RD80-4A

231 o BB 5 PR A

MHEEZHYIEEERE | RDSS

A

EZH] T

#FizE rbcL: 64Y, 463Y
Hig

12




SEDNAFFS

GCMTI FS:2020-1

DNAE#Y

1%HERS DNA 25 — N SRk iR E (ITS2)
HtZ4maE BI180611-2

>RD80-5A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

BELEEE psbA-trnH F:[RIE & (psbA-trnH)

X 4R BI180611-2

>RD80-5A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " REIRAZIEE R (LG RS (rbeL)
HtZ4maE BI180611-2

>RD80-5A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

kUl hEE ASHEAR

B Panax ginseng C.A.
Mey.

ERERS RDS0

i RD80-5A

231 o BB 5 PR A

M EZ HEY)R RD88

A

EZH] T

exrite colorchecker EYESR
a




GCMTI FS:2020-1

SEDNAFFS

g o
S AR % S
By Panax ginseng C.A.
Mey.
. } BRE R RDS0
FAHE DNA 55 = P04 RRE(TS2) ey RDS0GA
#2048 BI1S061 12 S o BB 5 PR A
X : RS 2 BV EaaHE | RDSS
>RD80-6A_ITS2 EN
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA E%}DJU %
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA ~
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC st rbel 64Y, 463Y

GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

Hig
TELREE psbA-trnH FE R & (psbA-trnH)

X 4R BI180611-2

>RD80-6A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

TECRHE B AZ T RE AR EE R HEGrbeL)

colorchecker EESSH
]

exrite
r. .

HtZ4maE BI180611-2

>RD80-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGAYCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAAYAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

st RELALE 64 F1 463
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SEDNAFFS

GCMTI FS:2020-1

DNAE#Y

1%HERS DNA 25 — N SRk iR E (ITS2)
HtZ4maE BI180611-2

>RD80-7A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELREE psbA-trnH FE R & (psbA-trnH)

X 4R BI180611-2

>RD80-7A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " REIRAZIEE R (LG RS (rbeL)
HtZ4maE BI180611-2

>RDS80-7A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

kUl hEE ASHEAR
B Panax ginseng C.A.
Mey.
HER=EREI RD80
Bl RDS80-7A
231 o BB 5 PR A
M EZ HEY)R RD88
A
EZH] T
i




SEDNAFFS

GCMTI FS:2020-1

B2EER
g
et Ul B A SR
B Panax ginseng C.A.
DNAZH#/ Mey.
HEiERE RDS1
I RD8I-1A
Wl DNA 5 — N Bl s e B (TS2) EEH 5 bR B2
FH¥E 2 Y BEs T | RD89, RD91, RD100
2 4m5% B1180611-2 N FIRD101
[t 5l &
>RD81-1A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG E, @’

TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

BELEEE psbA-trnH F:[RIE & (psbA-trnH)

X 4R BI180611-2

>RD81-1A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " REIRAZIEE R (LG RS (rbeL)
HtZ4maE BI180611-2

>RD81-1A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

sexrite
r. .

colorchecker EESEA
El




GCMTI FS:2020-1

2% DNA 75 e

YR HhEEfT N\ SHEA
B Panax ginseng C.A.
DNAEZ7/ Mey.

Bl =GRk RD81

A RD81-2A
TZfEEE DNA 5 A St st AR EJTS2) FEHT Hh Bl S R R T

TR TE > RSB | RD89, RD91, RD100F]
2 4Rma% BI180611 PN RD101

28R =

>RD81-2A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG E&
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

BELEEE psbA-trnH F:[RIE & (psbA-trnH)

it X 4w BI180611

>RD81-2A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

TECRHE B AZ T RE AR EE R HEGrbeL)

HE K 4R5% BI180611

>RD81-2A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

17



SEDNAFFS

GCMTI FS:2020-1

e

kUl EER ASHEAR
B Panax ginseng C.A.
DNAEHY Mey.
ERERS RDS1
Bl RD81-3A
1 RS DNA 55 — NS0 EEk PR (ITS2) M Rl E R AT
MHEEZEPIESERE | RD8Y, RDI1, RD100
#LR4mak BI180611 PN FIRD101
EZH] T

>RD81-3A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG E&
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELREE psbA-trnH FE R & (psbA-trnH) SE

»axrite colorchecker XSS
5

HER 4R BI180611 r. .

>RD81-3A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

ﬁéﬁzﬁg:ﬁﬁﬁﬁfgmﬂﬂ%"ﬁﬂ:@ﬁj(%(rbd-«) r.;mne colorchecker 1

HE K 4R5% BI180611

>RD81-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

18



SEDNAFFS

GCMTI FS:2020-1

B2EER
hggEht
et Ul B A SR
i By Panax ginseng C.A.
DNAZH Mey.
=R RDS1
i RD81-4A
12 R DNA 25— /9 8l IR (ITS2) Y R bR B2
T IE > FE Y8 RD89, RD91, RD100F1
0 4meE BI1180611 PN RDI101
[t 5l &
>RD81-4A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG E /%

TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELEEE pshbA-trnH FERE] & (psbA-trnH)

HE X 4R5% BI180611

>RD81-4A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRAS — BRI AN L (LEG A (rbeL)
fE4RSE BI180611

>RD81-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

colorchecker EESSH

s

e




GCMTI FS:2020-1

ék%DNAF? §IJ e

YR HhEEfT N\ SHEA
B Panax ginseng C.A.
DNAZH Mey:
Bl =GRk RD81
A RD81-5A
TZfEEE DNA 5 A St st AR EJTS2) FEHT Hh Bl S R R T
TR TE > RSB | RD89, RD91, RD100F]
HE X 4R5% BI180611 * RD101
RD81-5A ITS2 EE5 =
> - < .
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA et rbcL: 64Y, 463Y

GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC V=i
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

ek psbA-trnH FE R & (psbA-trnH)

HE X 4R5% BI180611

>RD81-5A psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA R
AGGCAGT 7 I

HECRAE B T RE AR EE R HEGrbeL)

[
=T

HE K 4R5% BI180611

>RD81-5A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGAYCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAAYAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

st RELALE 64 F1 463
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GCMTI FS:2020-1

2%DNAFFS L5EH

YR HhEEfT N\ SHEA
B Panax ginseng C.A.
DA kY Moy
EEEmIT RDSI
BEamiEeC RD81-6A
fxiERE DNA 25— N Bk FIFRE(TS2) EEH HE S 2T
FEEE > MEYEESFE | RDS9, RD91, RD100F
L 4RTE BI180611 * RD101
RD81-6A_ITS2 [t Vil =
> - < .
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA et rbcL: 64Y

GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC V=i
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

ek psbA-trnH FE R & (psbA-trnH)

HE X 4R5% BI180611

>RD81-6A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " RETRAZEE R (LR RS (rbeL)
HE K 4R5% BI180611

>RD81-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGAYCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

i AL E 64
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GCMTI FS:2020-1

SEDNAFFS e

et Ul HEEM ASHER
B Panax ginseng C.A.
DNAZH Mey.

=R RDS1

i RD81-7A
TZfEEE DNA 5 A St st AR EJTS2) MY SR T

FHEIE > FEYBEEIE | RD89, RD91, RD100A!
ftZ4m5% B1180611 PN RD101

2R &

>RD81-7A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG E&
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

AL psb A-trnH B:RIE & (psbA-trnH)

HE X 4R5% BI180611

>RD81-7A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

HECRAE B T RE AR EE R HEGrbeL)

HE K 4R5% BI180611

>RD81-7A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

22



SEDNAFFS

GCMTI FS:2020-1

e

kit

EER NSHEA

DNAEHY

18w

%

Panax ginseng C.A.
Mey.

1%HERS DNA 25 — N SRk iR E (ITS2)
HE X 4R5% BI180611

>RD82-1A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

ek psbA-trnH FE R & (psbA-trnH)

HE X 4R5% BI180611

>RD82-1A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " RETRAZEE R (LR RS (rbeL)
HE K 4R5% BI180611

>RD82-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

HhR= 4Rk

RD82

Fantac

RDS82-1A

FEH

o B P 22

I TR

ZS

1= | RD9OFIRD99
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SEDNAFS

GCMTI FS:2020-1

2ELH
S )
kUl HEEM ASEEAR
i By Panax ginseng C.A.
DNAZH Mey.
HhE R RDS2
Bl RD82-2A
oS DNA 55— S s IR (TS2) ZEH P R B
THEE 2 AEY)EEEHE | RDIOMIRDI9
LT 4m5E BI180612 EN
EZH] pass
>RD82-2A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG E ,’/%

TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELEEE pshbA-trnH FERE] & (psbA-trnH)

Ht 2 4mat BI180612

>RD82-2A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " RETRAZEE R (LR RS (rbeL)
Ht 2 4met BI180612

>RD82-2A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

colorchecker EYETH
a
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SEDNAFFS

GCMTI FS:2020-1

2N
a7
kUl EER ASHEAR
i B Panax ginseng C.A.
DNAZH#/ Mey.
ERERS RDS2
Bl RDS82-3A
ZHERS DNA 55— N Ef sk E R EJTS2) S o B 5 PR 22 T
MHEEZEPIESERE | RDIOAIRDYY
#LR 4wk BI180612 EN
EZH] T
>RD82-3A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG E, @

TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELEEE pshbA-trnH FERE] & (psbA-trnH)

Ht 2 4mat BI180612

>RD82-3A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " RETRAZEE R (LR RS (rbeL)
Ht 2 4met BI180612

>RD82-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC




SEDNAFFS

GCMTI FS:2020-1

e

kit

EER NSHEA

DNAZH

18w

%

Panax ginseng C.A.
Mey.

1%HERS DNA 25 — N SRk iR E (ITS2)
Ht 24wt BI180612

>RD82-4A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG
TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

ek psbA-trnH FE R & (psbA-trnH)

Ht 2 4mat BI180612

>RD82-4A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " RETRAZEE R (LR RS (rbeL)
Ht 2 4met BI180612

>RD82-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

HhR= 4Rk

RD82

Fantac

RDS82-4A

FEH
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SEDNAFS

GCMTI FS:2020-1

2N
a7
kUl EER ASHEAR
i B Panax ginseng C.A.
DNAZHY Mey.
ERERS RDS2
Bl RDS82-5A
1% iERE DNA 55— N HiEE sk H R & (TS2) S o B 5 PR 22 T
MHEEZEPIESERE | RDIOAIRDYY
#LR 4wk BI180612 EN
EZH] T
>RD82-5A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG @' /gr

TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELEEE pshbA-trnH FERE] & (psbA-trnH)

Ht 2 4mat BI180612

>RD82-5A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " RETRAZEE R (LR RS (rbeL)
Ht 2 4met BI180612

>RD82-5A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

';~ .




SEDNAFS

GCMTI FS:2020-1

B2EER
hggEht
et Ul B A SR
i By Panax ginseng C.A.
DNAZH Mey.
HEiERE RDS2
i RD82-6A
1% 1ERE DNA 5 — N sk PR TS2) E3 P B S AR
THEHEZ fEYERERE | RDIONIRDIY
LT 4m5E BI180612 EN
[t 5l &
>RD82-6A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG @' @

TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELEEE pshbA-trnH FERE] & (psbA-trnH)

Ht 2 4mat BI180612

>RD82-6A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " RETRAZEE R (LR RS (rbeL)
Ht 2 4met BI180612

>RD82-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

28
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23 DNA 75

GCMTI FS:2020-1

2N
a7
kUl EER ASHEAR
i B Panax ginseng C.A.
DNAZHY Mey.
ERERS RDS2
Bl RD82-7A
1% iERE DNA 55— N HiEE sk H R & (TS2) S o B 5 PR 22 T
MHEEZEPIESERE | RDIOAIRDYY
#LR 4wk BI180612 EN
EZH] T
>RD82-7A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGA
GTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCA
CCGCGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGAC
GTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATG @' /gr

TCGTGCGGTGACCCGTCGCCAGCAAAAGCTCTCATGACCC
TGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

TELEEE pshbA-trnH FERE] & (psbA-trnH)

Ht 2 4mat BI180612

>RD82-7A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATC
TACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTT
TTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTAT
CAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTT
GACTTACCTAGTTTCTTTAAATAAATTTAAAAAAACGTCG
TTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTT
TCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCT
TCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAA
AAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAA
TATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATA
ATGATGAATGGTAAAAATTTAATCTTTTGAAACGTAAGG
AAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCA
AGGCAGT

BELRHE " RETRAZEE R (LR RS (rbeL)
Ht 2 4met BI180612

>RD82-7A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTG
ACTTATTATACTCCTGACTATGATCCCAAAGATACTGATA
TCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCC
AGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTC
TACTGGTACATGGACAACTGTGTGGACCGATGGACTTACT
AGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAG
CCCGTTGCTGGAGAAGAAACTCAATTTATTGCTTATGTAG
CTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAA
CATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA
GCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTG
TTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCAT
CCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCC
CCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCT
GCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

i

lorchecker ESSR




GCMTI FS:2020-1

FASTA#EH Z 2EDNAF7
Panax ginsengfB Y ETHEA K FEERT N SHE RV IEREDNASE — Nt E IR E(TS2) 4

>RDS8$-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD89-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD90-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD91-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD99-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD100-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD101-A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD80-1A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD80-2A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RDS80-3A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD80-4A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RDS80-5A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD80-6A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD80-7A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD81-1A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD81-2A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD81-3A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RDS1-4A_ITS2
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CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD8I1-5A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD81-6A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RDS81-7A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD82-1A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD82-2A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD82-3A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD82-4A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD82-5A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD82-6A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG

>RD82-7A_ITS2
CGCATCGCGTCGCCCCCCAACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCG
CGCGGTTGGCCCAAATGCGAGTCCTTGGCGATGGACGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGTCGTGC
GGTGACCCGTCGCCAGCAAAAGCTCTCATGACCCTGTTGCGCCGTCCTCGACGTGCGCTCCGACCG
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>RD88-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTIT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD89-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD90-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTIT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD91-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD99-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD100-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD101-A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD80-1A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD80-2A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD80-3A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD80-4A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA

32



GCMTI FS:2020-1

CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD80-5A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD80-6A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT

>RD80-7A psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD81-1A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD81-2A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT

>RD81-3A psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT

>RD81-4A psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD81-5A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT

>RD81-6A psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD81-7A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD82-1A_psbA-trnH

33



GCMTI FS:2020-1

ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT

>RD82-2A psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD82-3A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD82-4A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT

>RD82-5A psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD82-6A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
>RD82-7A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAGTTTTTTT
GAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAGTAGTATTTGACTTA
CCTAGTTTCTTTAAATAAATTTAAAAAAACGTCGTTTTATTTTTATCGGTTGGCTCATGAGTGAGTATCATGCTTTCGTTCTGT
ATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTATCTTTTGGGAAGTGTTTTTTAAAAAGAAAAGATAAAAAT
GTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGATAAGAAAGAAATAATGATGAATGGTAA
AAATTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGGGGGGCGGATGTAGCCAAGTGGATCAAGGCAGT
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Panax ginseng fEYEREIEA K T EER N SAEARATEECRAE AL I HER IR HE (b L) Bl o7 51

>RD88-A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD89-A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD90-A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RDO91-A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD99-A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD100-A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD101-A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD80-1A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD80-2A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD80-3A_rbcL
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AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGAYCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAAYAAGTATGGTCGTCCCCTGTTGGGATGTACTATT
AAACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD80-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGAYCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAAYAAGTATGGTCGTCCCCTGTTGGGATGTACTATT
AAACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD80-5A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD80-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGAYCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAAYAAGTATGGTCGTCCCCTGTTGGGATGTACTATT
AAACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD80-7A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RDS81-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD81-2A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD81-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD81-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD81-5A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGAYCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
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GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAAYAAGTATGGTCGTCCCCTGTTGGGATGTACTATT
AAACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD81-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGAYCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD81-7A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD82-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD82-2A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD82-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD82-4A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD82-5A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD82-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

>RD82-7A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAAATTGACTTATTATACTCCTGACTATGATCCCAAAGATACTGATATCT
TGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCAGCTGAAGAAGCAGGGGCCGCGGTAGCTGCCGAATCTTCTACTGG
TACATGGACAACTGTGTGGACCGATGGACTTACTAGCCTTGATCGTTACAAAGGGCGATGCTACAAAATAGAGCCCGTTGCT
GGAGAAGAAACTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCC
ATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGTTAAAAC
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TTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTA
AACCTAAATTGGGGTTATCTGCTAAAAACTACGGTAGAGCGGTTTATGAATGTCTC
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