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Fact sheet of reference DNA sequences of Crocus sativus (番紅花) 
 

Summary Information 

Scientific name Crocus sativus L. 

Type of reference material used for 

data generation 

 Stigma Croci (西紅花) 

 Plant voucher specimen 

Stigma Croci (西紅花) 

(number of specimens / locality) 

 7 / Jiande City, Zhejiang Province, 

China 

 8 / Chongming District, Shanghai 

City, China 

Plant voucher specimen 

(number of specimens / locality) 

 2 / Jiande City, Zhejiang Province, 

China 

 3 / Chongming District, Shanghai 

City, China 

Total number of specimen  20 

Specimen source  GCMTI collection 

 Hong Kong Chinese Materia 

Medica Standards (HKCMMS) 

Project 

Method for data generation  GCMTI RD-5:2020 
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Length of DNA barcode  Nuclear internal transcribed spacer 

2 (ITS2) is 239 bp 

 Chloroplast psbA-trnH intergenic 

spacer (psbA-trnH) is 546 bp 

 Chloroplast ribulose bisphosphate 

carboxylase large chain (rbcL) is 

553 bp 
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Reference DNA Sequence 
Plant Specimen 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BI210528-2 
 
>RD636-1D_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BI210528-2 
 
>RD636-1D_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BI210528-2 
 
>RD636-1D_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Plant voucher 
specimen 

Scientific name Crocus sativus L. 
Laboratory number RD636 
Sample mark RD636-1D 
Locality Jiande City, Zhejiang 

Province, China 
Corresponding 
CMM specimen 

RD595 

Authenticated Yes 
Remarks ITS2: 168R 

Image 
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Reference DNA Sequence 
Plant Specimen 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BI210528-2 
 
>RD637-1C_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BI210528-2 
 
>RD637-1C_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BI210528-2 
 
>RD637-1C_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Plant voucher 
specimen 

Scientific name Crocus sativus L. 
Laboratory number RD637 
Sample mark RD637-1C 
Locality Jiande City, Zhejiang 

Province, China 
Corresponding 
CMM specimen 

RD595 

Authenticated Yes 
Remarks ITS2: 168R 

Image 
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Reference DNA Sequence 
Plant Specimen 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BI210528-2 
 
>RD638-1C_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGYGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 44, 164, 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BI210528-2 
 
>RD638-1C_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BI210528-2 
 
>RD638-1C_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Plant voucher 
specimen 

Scientific name Crocus sativus L. 
Laboratory number RD638 
Sample mark RD638-1C 
Locality Chongming District, 

Shanghai City, China 
Corresponding 
CMM specimen 

RD596 

Authenticated Yes 
Remarks ITS2: 44Y, 164Y, 

168R 

Image 
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Reference DNA Sequence 
Plant Specimen 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BI210528-2 
 
>RD639-1C_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BI210528-2 
 
>RD639-1C_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BI210528-2 
 
>RD639-1C_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Plant voucher 
specimen 

Scientific name Crocus sativus L. 
Laboratory number RD639 
Sample mark RD639-1C 
Locality Chongming District, 

Shanghai City, China 
Corresponding 
CMM specimen 

RD596 

Authenticated Yes 
Remarks ITS2: 168R 

Image 
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Reference DNA Sequence 
Plant Specimen 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BI210528-2 
 
>RD640-1C_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGYGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 44, 164, 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BI210528-2 
 
>RD640-1C_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BI210528-2 
 
>RD640-1C_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Plant voucher 
specimen 

Scientific name Crocus sativus L. 
Laboratory number RD640 
Sample mark RD640-1C 
Locality Chongming District, 

Shanghai City, China 
Corresponding 
CMM specimen 

- 

Authenticated Yes 
Remarks ITS2: 44Y, 164Y, 

168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BI210517 
 
>RD595-1A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGYGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 44, 164, 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BI210517 
 
>RD595-1A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BI210517 
 
>RD595-1A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD595 
Sample mark RD595-1A 
Locality Jiande City, Zhejiang 

Province, China 
Corresponding 
plant voucher 
specimen 

RD636, RD637 

Authenticated Yes 
Remarks ITS2: 44Y, 164Y, 

168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BI210517 
 
>RD595-2B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGYGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 44, 164, 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BI210517 
 
>RD595-2B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BI210517 
 
>RD595-2B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD595 
Sample mark RD595-2B 
Locality Jiande City, Zhejiang 

Province, China 
Corresponding 
plant voucher 
specimen 

RD636, RD637 

Authenticated Yes 
Remarks ITS2: 44Y, 164Y, 

168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BIC220601 
 
>RD595-4B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BIC220601 
 
>RD595-4B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BIC220601 
 
>RD595-4B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD595 
Sample mark RD595-4B 
Locality Jiande City, Zhejiang 

Province, China 
Corresponding 
plant voucher 
specimen 

RD636, RD637 

Authenticated Yes 
Remarks ITS2: 168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BIC220601 
 
>RD595-5A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 44, 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BIC220601 
 
>RD595-5A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BIC220601 
 
>RD595-5A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD595 
Sample mark RD595-5A 
Locality Jiande City, Zhejiang 

Province, China 
Corresponding 
plant voucher 
specimen 

RD636, RD637 

Authenticated Yes 
Remarks ITS2: 44Y, 168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BIC220601 
 
>RD595-7A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 44, 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BIC220601 
 
>RD595-7A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BIC220601 
 
>RD595-7A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD595 
Sample mark RD595-7A 
Locality Jiande City, Zhejiang 

Province, China 
Corresponding 
plant voucher 
specimen 

RD636, RD637 

Authenticated Yes 
Remarks ITS2: 44Y, 168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BIC220601 
 
>RD595-8B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACATGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BIC220601 
 
>RD595-8B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BIC220601 
 
>RD595-8B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD595 
Sample mark RD595-8B 
Locality Jiande City, Zhejiang 

Province, China 
Corresponding 
plant voucher 
specimen 

RD636, RD637 

Authenticated Yes 
Remarks - 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BIC220601 
 
>RD595-9A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BIC220601 
 
>RD595-9A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BIC220601 
 
>RD595-9A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD595 
Sample mark RD595-9A 
Locality Jiande City, Zhejiang 

Province, China 
Corresponding 
plant voucher 
specimen 

RD636, RD637 

Authenticated Yes 
Remarks ITS2: 168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BI210517 
 
>RD596-1A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGYGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 44, 164, 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BI210517 
 
>RD596-1A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BI210517 
 
>RD596-1A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD596 
Sample mark RD596-1A 
Locality Chongming District, 

Shanghai City, China 
Corresponding 
plant voucher 
specimen 

RD638, RD639 

Authenticated Yes 
Remarks ITS2: 44Y, 164Y, 

168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BI210517 
 
>RD596-2B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGYGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 44, 164, 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BI210517 
 
>RD596-2B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BI210517 
 
>RD596-2B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD596 
Sample mark RD596-2B 
Locality Chongming District, 

Shanghai City, China 
Corresponding 
plant voucher 
specimen 

RD638, RD639 

Authenticated Yes 
Remarks ITS2: 44Y, 164Y, 

168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BI210528 
 
>RD596-3A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 44, 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BI210528 
 
>RD596-3A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BI210528 
 
>RD596-3A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD596 
Sample mark RD596-3A 
Locality Chongming District, 

Shanghai City, China 
Corresponding 
plant voucher 
specimen 

RD638, RD639 

Authenticated Yes 
Remarks ITS2: 44Y, 168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BIC220601-2 
 
>RD596-4B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BIC220601-2 
 
>RD596-4B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BIC220601-2 
 
>RD596-4B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD596 
Sample mark RD596-4B 
Locality Chongming District, 

Shanghai City, China 
Corresponding 
plant voucher 
specimen 

RD638, RD639 

Authenticated Yes 
Remarks ITS2: 168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BIC220601-2 
 
>RD596-5A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BIC220601-2 
 
>RD596-5A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BIC220601-2 
 
>RD596-5A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD596 
Sample mark RD596-5A 
Locality Chongming District, 

Shanghai City, China 
Corresponding 
plant voucher 
specimen 

RD638, RD639 

Authenticated Yes 
Remarks ITS2: 168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BIC220601-2 
 
>RD596-7B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACRTGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
Remarks: observation at nucleotide position 168 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BIC220601-2 
 
>RD596-7B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BIC220601-2 
 
>RD596-7B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD596 
Sample mark RD596-7B 
Locality Chongming District, 

Shanghai City, China 
Corresponding 
plant voucher 
specimen 

RD638, RD639 

Authenticated Yes 
Remarks ITS2: 168R 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BIC220601-2 
 
>RD596-8A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACATGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BIC220601-2 
 
>RD596-8A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BIC220601-2 
 
>RD596-8A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD596 
Sample mark RD596-8A 
Locality Chongming District, 

Shanghai City, China 
Corresponding 
plant voucher 
specimen 

RD638, RD639 

Authenticated Yes 
Remarks - 

Image 
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Reference DNA Sequence 
Chinese Materia Medica (CMM) 

DNA Information 

Internal transcribed spacer 2 of nuclear ribosomal 
RNA (ITS2) 
Batch ID. BIC220601-2 
 
>RD596-9B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGA
GATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAG
TGCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGG
ACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCT
TGCCCTCAACAATGCGACATGTCGTCGTCGGACCCCT
CACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGG
AACCGTCCTCGGAACG 
 
Chloroplast psbA-trnH intergenic spacer (psbA-
trnH) 
Batch ID. BIC220601-2 
 
>RD596-9B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGG
ATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATG
GGGCTATGGATCCCCCACCCTTGTTTGATCTATCCAA
AATTAACGACGAGATTTATTATCGTTTCTCGCATGTCT
CGCGAAAGTCAGAGTAGGCGCGAATTCTCCCAATTTG
TGACCTACCATACGATCTGTTATATAAATAGGCAAAT
GCTCCTTTCCATTATGAATAGCGATTGTATGGCCAATC
ATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTA
CTATTATTTCTTTCTCCTCCCTCATGTTGAGTTTTTGAA
TTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTT
TTTAGTGAACGTGTCACAGCGGATTACTCCTTTTTTTA
CATTTTAAAGATTGGCATTCTATGTCCAATAGAATAT
CTCGATCGAAGTATGAAGGTAAGAATAAATACAATA
ATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAG
ATAAGGGGCGGATGTAGCCAAGT 
 
Chloroplast ribulose bisphosphate carboxylase 
large chain (rbcL) 
Batch ID. BIC220601-2 
 
>RD596-9B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCGGAGTACGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
CGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGC
TGCGGAATCTTCTACTGGTACATGGACAACAGTGTGG
ACTGATGGACTTACCAGTCTTGATCGTTACAAAGGAC
GATGCTATCATATCGAGGCCGTTGTTGGGGAGGAAAA
TCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTT
TTGAAGAAGGTTCTGTTACTAATATGTTTACTTCCATT
GTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTC
TACGTCTGGAGGATTTGCGAATTCCCCCTGCTTATTCC
AAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTG
AAAGAGATAAATTAAACAAGTATGGTCGTCCCCTATT
GGGATGTACTATTAAACCAAAATTGGGATTATCTGCA
AAAAACTACGGTAGAGCGGTTTATGAATGTCTA 

Reference Detail 

Description of 
reference material 

Specimen of Stigma 
Croci 

Scientific name Crocus sativus L. 
Laboratory number RD596 
Sample mark RD596-9B 
Locality Chongming District, 

Shanghai City, China 
Corresponding 
plant voucher 
specimen 

RD638, RD639 

Authenticated Yes 
Remarks - 

Image 
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Reference DNA sequences in FASTA format 
 
Internal transcribed spacer 2 of nuclear ribosomal RNA (ITS2) sequence of plant voucher specimen of 
Crocus sativus and Chinese Materia Medica (CMM) Stigma Croci 
 
>RD636-1D_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAACC
GTCCTCGGAACG 
>RD637-1C_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAACC
GTCCTCGGAACG 
>RD638-1C_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGYGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAAC
CGTCCTCGGAACG 
>RD639-1C_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAACC
GTCCTCGGAACG 
>RD640-1C_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGYGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAAC
CGTCCTCGGAACG 
>RD595-1A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGYGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAAC
CGTCCTCGGAACG 
>RD595-2B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGYGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAAC
CGTCCTCGGAACG 
>RD595-4B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAACC
GTCCTCGGAACG 
>RD595-5A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAACC
GTCCTCGGAACG 
>RD595-7A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAACC
GTCCTCGGAACG 
>RD595-8B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACATGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAAC
CGTCCTCGGAACG 
>RD595-9A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAACC
GTCCTCGGAACG 
>RD596-1A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
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CCCTCAACAATGYGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAAC
CGTCCTCGGAACG 
>RD596-2B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGYGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAAC
CGTCCTCGGAACG 
>RD596-3A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGYCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAACC
GTCCTCGGAACG 
>RD596-4B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAACC
GTCCTCGGAACG 
>RD596-5A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAACC
GTCCTCGGAACG 
>RD596-7B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACRTGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAACC
GTCCTCGGAACG 
>RD596-8A_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACATGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAAC
CGTCCTCGGAACG 
>RD596-9B_ITS2 
CGCCTCCCGTCGCTCCCCACAGCCGTGCGGATGCGGAGATTGGCCCGCCGTGCTCCGTGCGCGGCGGGTCGAAGT
GCCGGCCGTCGTCGGGCCTGGCGCGGCGAATGGTGGACGAATACATCGTTGTTTGTGCCTACTCTCCGTGTCCTTG
CCCTCAACAATGCGACATGTCGTCGTCGGACCCCTCACCATGGACCCTTCCGGCTTCCGAATAAGAAGAAGGAAC
CGTCCTCGGAACG 
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Chloroplast psbA-trnH intergenic spacer (psbA-trnH) sequence of plant voucher specimen of Crocus 
sativus and Chinese Materia Medica (CMM) Stigma Croci 
 
>RD636-1D_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD637-1C_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD638-1C_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD639-1C_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD640-1C_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD595-1A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD595-2B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD595-4B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
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AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD595-5A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD595-7A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD595-8B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD595-9A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD596-1A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD596-2B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD596-3A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
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>RD596-4B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD596-5A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD596-7B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD596-8A_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
>RD596-9B_psbA-trnH 
TAAGAGTTCTCTATTAATGTATATGAATCGTTGAAGGATCCATGCCCCATATTTGTTTTTCTAAAACAAAATATGGG
GCTATGGATCCCCCACCCTTGTTTGATCTATCCAAAATTAACGACGAGATTTATTATCGTTTCTCGCATGTCTCGCG
AAAGTCAGAGTAGGCGCGAATTCTCCCAATTTGTGACCTACCATACGATCTGTTATATAAATAGGCAAATGCTCCT
TTCCATTATGAATAGCGATTGTATGGCCAATCATTGTGGGTATAATGGTAGATGCCCGAGACCAAGTTACTATTAT
TTCTTTCTCCTCCCTCATGTTGAGTTTTTGAATTTTTCCCGATAAATGATTGGCTACAAAAGGATTTTTTTTTAGTGA
ACGTGTCACAGCGGATTACTCCTTTTTTTACATTTTAAAGATTGGCATTCTATGTCCAATAGAATATCTCGATCGAA
GTATGAAGGTAAGAATAAATACAATAATGATGAATGGAAAAAAGAGAAAATCCTTTAGCTAGATAAGGGGCGGA
TGTAGCCAAGT 
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Partial chloroplast ribulose bisphosphate carboxylase large chain (rbcL) sequence of plant voucher 
specimen of Crocus sativus and Chinese Materia Medica (CMM) Stigma Croci 
 
>RD636-1D_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD637-1C_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD638-1C_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD639-1C_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD640-1C_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD595-1A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD595-2B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD595-4B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
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GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD595-5A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD595-7A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD595-8B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD595-9A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD596-1A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD596-2B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD596-3A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
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>RD596-4B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD596-5A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD596-7B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD596-8A_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
>RD596-9B_rbcL 
AAGTGCTGGATTTAAGGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCGGAGTACGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCCGGAGTTCCTGCTGAAGAAGCGGGGGCAGCGGTAGCTGCG
GAATCTTCTACTGGTACATGGACAACAGTGTGGACTGATGGACTTACCAGTCTTGATCGTTACAAAGGACGATGCT
ATCATATCGAGGCCGTTGTTGGGGAGGAAAATCAATATATTGCTTATGTAGCTTATCCTTTAGACCTTTTTGAAGA
AGGTTCTGTTACTAATATGTTTACTTCCATTGTGGGTAATGTATTTGGTTTCAAAGCCCTACGAGCTCTACGTCTGG
AGGATTTGCGAATTCCCCCTGCTTATTCCAAAACTTTCCAAGGCCCACCCCATGGCATCCAGGTTGAAAGAGATAA
ATTAAACAAGTATGGTCGTCCCCTATTGGGATGTACTATTAAACCAAAATTGGGATTATCTGCAAAAAACTACGGT
AGAGCGGTTTATGAATGTCTA 
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