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Z%DNAFS

GCMTI FS:2020-4

ZRYel R 256 R (METERE ) A
ZS
DNA ##} A Cervus nippon
Temminck
SEIG E RD351
= £ imbRic RD351-1B
SR A S A A0 £ 2 C LIBT3 T (COT FEih by o1 ‘
- = 1(COD 7 H T T DO
ik Ucdm S BI191126 G5 =
& 16S:5Y, 7Y
>RD351-1B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT Eﬁ

ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
k4w 5 BI191126

>RD351-1B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCYCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
LIk 4m 5 BI191126

>RD351-1B_16StRNA
TGTTYTYTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAAAAATTGATCAACGGAACAAGT
TACCCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCAT
ATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGAC
ATCCCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAA
CGATTAAAGT

BV AR ESHT




Z%DNAFS

GCMTI FS:2020-4

25
Z YR o2 R (WAL B ) b
ZN
DNAZF 24 Cervus nippon
Temminck
SEIG E RD352
T
SR B LG £ 3 C LT 2K T (COT Fednbric RD352-1B____
G il €L I L (B, = PRI T AR
k4w 5 BI191126 25 =
#VE 16S: 5Y, 7Y, 445R

>RD352-1B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT
ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTITTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
k4w 5 BI191126

>RD352-1B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
LIk 4m 5 BI191126

>RD352-1B_16StRNA
TGTTYTYTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAAAAATTGATCAACGGAACAAGT
TACCCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCAT
ATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGAC
ATCCCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAA
CRATTAAAGT

Ve BRHEALES, THI445

I




GCMTI FS:2020-4

Z%DNAFS

ZRYel R 256 R (METERE ) A
ZS
DNA ##} A Cervus nippon
Temminck
SEIG E RD354
= £ imbRic RD354-1C
SR AL 6 2 C LB E3E 1 (COI P b
= = 1(C0D o, LT
LG5 BI191126 Rl &
>RD354-1C_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA /@ g

TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT

ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTITG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
k4w 5 BI191126

>RD354-1C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
LIk 4m 5 BI191126

>RD354-1C_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTAC
CCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATATC
GACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATC
CCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGA
TTAAAGT




Z%DNAFS

GCMTI FS:2020-4

ZRYel R 256 R (METERE ) A
ZS
DNA ##} A Cervus nippon
Temminck
SEIG E RD355
= £ imbRic RD355-1B
SR AL 6 2 C LB E3E 1 (COI P b
= =1(COD = T R B X
LG5 BI191126 Rl &
>RD355-1B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA /@ g

TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT
ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
k4w 5 BI191126

>RD355-1B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
LIk 4m 5 BI191126

>RD355-1B_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAAAATTGATCAACGGAACAAGTT
ACCCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATA
TCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACA
TCCCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAAC
GATTAAAGT




GCMTI FS:2020-4

Z%DNAFS

ZRYel R 256 R (METERE ) A
N
DNA ##} A Cervus nippon
Temminck
SEIG E RD356
= £ imbRic RD356-1B
SR AL 6 2 C LB E3E 1 (COI P b
= = 1(C0D = L
LG BI191126-2 Rl &
>RD356-1B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA /@ g

TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT

ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
HR 9w 5 BI191126-2

>RD356-1B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
#R 9w 5 BI191126-2

>RD356-1B_16SIRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTAC
CCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATATC
GACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATC
CCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGA
TTAAAGT




GCMTI FS:2020-4

Z%DNAFS

ZRYel R 256 R (METERE ) A
N
DNAZF 24 Cervus nippon
Temminck
SEIG E RD357
= £ imbRic RD357-1C
SR AL 6 2 C LB E3E 1 (COI P b
= =1(COD = T R B X
LG BI191126-2 Rl &
>RD357-1C_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA /@ g

TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT

ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
HR 9w 5 BI191126-2

>RD357-1C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
#R 9w 5 BI191126-2

>RD357-1C_16StRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTAC
CCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATATC
GACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATC
CCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGA
TTAAAGT

WA




Z%DNAFS

GCMTI FS:2020-4

ZRYel R 256 R (METERE ) A
N
DNAZF 24 Cervus nippon
Temminck
SEIG E RD360
= £ imbRic RD360-1C
SR R L £ 25 C LG 2E T (CO Frin by . _
= =1(COD = I A T K
g5 BI191126-2 St =
& 16S: 7Y
>RD360-1C_COI
TACTCTGTATCTACTGTTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCCGGTACTCTGCTTGGAGATGACCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT /@g

ATACCAATTATAATTGGAGGGTTTGGTAATTGACTAGTCCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ATAATATAAGCTTCTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCCATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTA
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATTAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTITG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
HR 9w 5 BI191126-2

>RD360-1C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ACATTGGCACAAACCTAGTCGAATGAATCTGAGGGGGCTT
TTCAGTAGATAAAGCAACCCTGACCCGATTTTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAATAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTATACTATTAAAGATATCTTAGGCATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTACTATTCGCACCAGACCTGCT
TGGAGACCCAGACAACTATACCCCAGCAAATCCACTCAAC
ACACCCCCTCACATCAAACCCGAATGATACTTCCTATTTGC
ATACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
#R 9w 5 BI191126-2

>RD360-1C_16SrRNA
TGTTCTYTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ACTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAATTGATCAACGGAACAAGTTACC
CTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATATCG
ACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCC
CGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGAT
TAAAGT

Bl BRI ET




Z%DNAFS

GCMTI FS:2020-4

Z R W2 M RE B (WAL RE ) b
ZN
DNA ##} A Cervus nippon
Temminck
LR ER S RD119
o~ fimbrid RD119-F
UL LA 5 C FULBETEE T (COD) by L
P rh A AR AT B X
R4 BI180801 (AT, H
] 75 Pk 4 2 )
>RD119-F _COI 25 =X
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT
ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA /@ g

ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
LIk 4w 5 BI180801

>RD119-F_ CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATAYTTCCTATTTGCA
TACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
LIk 4w 5 BI180801

>RD119-F 16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTAC
CCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATATC
GACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATC
CCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGA
TTAAAGT




GCMTI FS:2020-4

Z%DNAFS

ZRYel W2 R (WAL R ) B
ZS
DNA ##} A Cervus nippon
Temminck
SEIG E RD117
. Tl RD117-A
S H AL £, 3 C UL T (COT) P b A
il H ] A R AT BUX
R4 BI180801 (AT, H
S =pidn))
>RD117-A_COI 25 =X
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT
ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA /@ g

ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG

CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTITG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)

#LIR 4% 5 BI180801

>RD117-A_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
LIk 4w 5 BI180801

>RD117-A_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTAC
CCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATATC
GACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATC
CCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGA
TTAAAGT

10




Z%DNAFS

GCMTI FS:2020-4

E=3-2:4
Z YR W2 R (WAL R ) B
ZN
DNAZF 24 Cervus nippon
Temminck
SEIG E RD118
o £ imbRic RD118-A
S H AL £, 3 C UL T (COT) FE b A
il H ] A R AT BUX
R4 BI180801 (AT, H
[ S ey 48 it )
>RD118-A_COI 25 =X
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT
ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA /@ g

ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTITG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
LIk 4w 5 BI180801

>RD118-A_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
LIk 4w 5 BI180801

>RD118-A_16SIRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAAAATTGATCAACGGAACAAGTT
ACCCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATA
TCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACA
TCCCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAAC
GATTAAAGT




GCMTI FS:2020-4

ZEDNAF) B2

SHYIERAL
SR MEAEJE TR
¥4 Cervus nippon
DNA ##} Temminck

SEIG E RD373
FEfARIC RD373-B

SRR LA €3 C 4EALRRIESE T (COD) Z%w AL TR T

il =
itk 4w 5 BI191203 & 16S: 7Y

>RD373-B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA 2377 4
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT
ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

LR RIZ AR b (CYTB)

#R 9w 5 BI191203

>RD373-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

LRAR LR 2 16S BB AL IEIZIR (16STRNA)

#R 9w 5 BI191203

>RD373-B_16SrRNA
TGTTCTYTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAAAATTGATCAACGGAACAAGTT
ACCCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATA
TCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACA
TCCCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAAC
GATTAAAGT

Bl BRI ET
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Z%DNAFS
S

DNA Z##L

Lehi RS R ANt 3 C LRI IE 1 (COI)

xS BI191203

>RD374-C_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT
ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

LR RN 43K b (CYTB)
LIk 4w 5 BI191203

>RD374-C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

LRAR LR 2 16S BB AL IEIZIR (16STRNA)
LIk 4w 5 BI191203

>RD374-C_16SrRNA
TGTTYTYTAAATAGGGACTTGTATGAATGGCCMCMCGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAAAAATTGATCAACGGAACAAGT
TACCCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCAT
ATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGAC
ATCCCGATGGKGCAACCGCTATCAAAGGTTCGTTTGTTCAA
CGATTAAAGT

B TR ES, 7, 33, 3501413

GCMTI FS:2020-4

Skl ML E K

4 Cervus nippon
Temminck

LI i T RD374

FEdfbRic RD374-C

P [ 7 4 kT

-3l =

#/E 16S: 5Y, 7Y, 33M,
35M, 413K

Bz
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Z%DNAFS
S

DNA Z##L

LR FE R 40 3% C ELERITSE T (COI)

xS BI191203

>RD376-B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT
ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

LR RIZ AR b (CYTB)
LIk 4w 5 BI191203

>RD376-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

LRAR LR 2 16S BB AL IEIZIR (16STRNA)
LIk 4w 5 BI191203

>RD376-B_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTAC
CCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATATC
GACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATC
CCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGA
TTAAAGT
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Z%DNAFS
S

DNA Z##L

Lehi RS R ANt 3 C LRI IE 1 (COI)

xS BI191203

>RD377-B_COI
TACTCTGTATCTACTGTTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCCGGTACTCTGCTTGGAGATGACCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT
ATACCAATTATAATTGGAGGGTTTGGTAATTGACTAGTCCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ATAATATAAGCTTCTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCCATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTA
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATTAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

LR RIZ AR b (CYTB)
LIk 4w 5 BI191203

>RD377-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ACATTGGCACAAACCTAGTCGAATGAATCTGAGGGGGCTT
TTCAGTAGATAAAGCAACCCTGACCCGATTTTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAATAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTATACTATTAAAGATATCTTAGGCATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTACTATTCGCACCAGACCTGCT
TGGAGACCCAGACAACTATACCCCAGCAAATCCACTCAAC
ACACCCCCTCACATCAAACCCGAATGATACTTCCTATTTGC
ATACGCAATCCTA

LRAR LR 2 16S BB AL IEIZIR (16STRNA)
LIk 4w 5 BI191203

>RD377-B_16StRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ACTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAATTGATCAACGGAACAAGTTACC
CTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATATCG
ACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCC
CGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGAT
TAAAGT
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Z%DNAFS
S

DNA Z##L

LR RS R A0 L (2R C KBRS T (COT)

xS BI191203

>RD378-C_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT
ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTITTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
LIk 4w 5 BI191203

>RD378-C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
LIk 4w 5 BI191203

>RD378-C_16SrRNA
TGTTYTYTAAATAGGGACTTGTATGAATGGCCMCMCGAGG
GTTTTACTGTYTYTTACTTCCAATCAGTGAAATTGACCTTC
CCGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACC
CTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAAAAATTGATCAACGGAACAAGT
TACCCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCAT
ATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGAC
ATCCCGATGGKGCAACCGCTATCAAAGGTTCGTTTGTTCAA
CGATTAAAGT

Ve BRAEATES, 7, 33, 35, 51, 531413
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Z%DNAFS
S

DNA Z##L

LR R AR C A LML EE 1(COT)

XS BI191203-2

>RD381-C_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT
ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

LR AR 40 (435 b (CYTB)
#R 9w 5 BI191203-2

>RD381-C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

LRAR LR 2 16S BB AL IEIZIR (16STRNA)
#R 9w 5 BI191203-2

>RD381-C_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTYTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAAAATTGATCAACGGAACAAGTT
ACCCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATA
TCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACA
TCCCGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAAC
GATTAAAGT

Tk BZEAL E 53
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GCMTI FS:2020-4

ZEDNAF) B2

BHIER AL
SRk MR ER
. S Cervus nippon
DNA Z#} Temminck

LR ER S RD382
FE bR RD382-C

LR P AL €0 3 C SULBIESE T (COT) Zﬁw [ A 5 SEIX

i =
45 BI191203-2 HE 16S: 5Y, 7Y, 33M,
35M, 51Y, 53Y, 413K
>RD382-C_COI

TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTA
TCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTT Y2l 4
ATACCAATTATAATCGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ACAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTG
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTCTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

LR AR 40 (435 b (CYTB)

LG5 BI191203-2 = LA N G

l:':-.-f’w*’—"« A

>RD382-C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCC
ACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTA
CACTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAAC
AGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTT
ACTACACTATTAAAGATATCCTGGGTATCTTACTTCTAATA
CTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAACA
CACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCA
TACGCAATCCTA

LR BN ZH 16S MR AL HEIZIR (16STRNA)

#R 9w 5 BI191203-2

>RD382-C_16StRNA
TGTTYTYTAAATAGGGACTTGTATGAATGGCCMCMCGAGG
GTTTTACTGTYTYTTACTTCCAATCAGTGAAATTGACCTTC
CCGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACC
CTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAAAAAATTGATCAACGGAACAAGT
TACCCTAGGGATAACAGCGCAATCCTATTCAAGAGTCCAT
ATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGAC
ATCCCGATGGKGCAACCGCTATCAAAGGTTCGTTTGTTCAA
CGATTAAAGT

HVE: WAL ES, 7, 33, 35, 51, 53F1413
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>RD416-B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCCGGTACTCTGCTTGGAGATGACCAAATTTATAATGTTA
TCGTAACCGCACATGCATTTGTAATAATTTTCTTTATAGTT
ATACCAATTATAATTGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ATAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTA
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTTTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATTAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
kw5 BI191213

>RD416-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ACATTGGCACAAACCTAGTCGAATGAATCTGAGGGGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTTTTCGCTTTCC
ACTTTATTTTTCCATTCATCATCGCAGCACTCGCTATAGTAC
ATTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACA
GGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTA
CTATACTATCAAAGATATCTTAGGCATCTTACTTCTAATAC
TCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAGCA
CACCCCCTCACATCAAACCCGAATGATACTTCCTATTTGCA
TACGCAATCCTA

ARARIER A 16S IZHE IR IZBEZIR (16STRNA)
kw5 BI191213

>RD416-B_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAATTGATCAACGGAACAAGTTACC
CTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATATCG
ACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCC
CGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGAT
TAAAGT
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>RD417-B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCCGGTACTCTGCTTGGAGATGACCAAATTTATAATGTTA
TCGTAACCGCACATGCATTTGTAATAATTTTCTTTATAGTT
ATACCAATTATAATTGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ATAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTA
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTTTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATTAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR R R 40 2 b (CYTB)
kw5 BI191213

>RD417-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ACATTGGCACAAACCTAGTCGAATGAATCTGAGGGGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTTTTCGCTTTCC
ACTTTATTTTTCCATTCATCATCGCAGCACTCGCTATAGTAC
ATTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACA
GGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTA
CTATACTATCAAAGATATCTTAGGCATCTTACTTCTAATAC
TCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAGCA
CACCCCCTCACATCAAACCCGAATGATACTTCCTATTTGCA
TACGCAATCCTA

ARRIER A 16S IZHE IR IZBEZIR (16STRNA)
kw5 BI191213

>RD417-B_16StRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAATTGATCAACGGAACAAGTTACC
CTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATATCG
ACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCC
CGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGAT
TAAAGT
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>RD418-B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAG
GAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCA
ACCCGGTACTCTGCTTGGAGATGACCAAATTTATAATGTTA
TCGTAACCGCACATGCATTTGTAATAATTTTCTTTATAGTT
ATACCAATTATAATTGGAGGATTTGGTAATTGACTAGTTCC
CCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAA
ATAATATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTAC
TTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGG
CTGAACTGTATATCCCCCTCTAGCTGGCAACTTAGCTCACG
CAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTA
GCAGGTGTCTCCTCAATTCTAGGGGCCATTAACTTTATTAC
AACAATTATCAATATAAAACCCCCTGCCATATCACAATATC
AAACCCCTTTATTCGTGTGATCCGTATTAGTCACTGCTGTA
CTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATTAC
AATACTATTAACAGACCGAAACCTAAATACAACCTTTTTTG
ACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTT
GTTC

AR KA A3 b (CYTB)
kw5 BI191213

>RD418-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCAT
ACATTGGCACAAACCTAGTCGAATGAATCTGAGGGGGCTT
TTCAGTAGATAAAGCAACCCTAACCCGATTTTTCGCTTTCC
ACTTTATTTTTCCATTCATCATCGCAGCACTCGCTATAGTAC
ATTTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACA
GGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTA
CTATACTATCAAAGATATCTTAGGCATCTTACTTCTAATAC
TCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTT
GGAGATCCAGACAACTATACCCCAGCAAATCCACTCAGCA
CACCCCCTCACATCAAACCCGAATGATACTTCCTATTTGCA
TACGCAATCCTA

LRAR LR 2 16S BB AL IEIZIR (16STRNA)

#k 9w 5 BI191213

>RD418-B_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGG
GTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCC
CGTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCC
TATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTC
ATTACTAAGGAAACAACAACACTCTTTATGGGCTAACAGC
TTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAG
CGATTTTAAAGACTAGACCTACAAGTCGAATCACACAATC
GTTTATTGATCCAAAAAATTGATCAACGGAACAAGTTACC
CTAGGGATAACAGCGCAATCCTATTCAAGAGTCCATATCG
ACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCC
CGATGGTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGAT
TAAAGT
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FASTAK R 2 2% DNAFF

Cervus nippon T4 TR A B H 250 JiE 5L (Mg AR FE ) A (1) B W A4 TS (R L 4 P 2. 3% C AL 2 1 (CO)
sl

>RD351-1B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD352-1B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD354-1C_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD355-1B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD356-1B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD357-1C_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD360-1C_COI
TACTCTGTATCTACTGTTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CCGGTACTCTGCTTGGAGATGACCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATTGGAGGGTTTGGTAATTGACTAGTCCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAATAAT
ATAAGCTTCTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCCATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTAGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATTACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD119-F_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
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CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD117-A_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD118-A_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD373-B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD374-C_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD376-B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD377-B_COI
TACTCTGTATCTACTGTTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CCGGTACTCTGCTTGGAGATGACCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATTGGAGGGTTTGGTAATTGACTAGTCCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAATAAT
ATAAGCTTCTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCCATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTAGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATTACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD378-C_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD381-C_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
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>RD382-C_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CTGGTACTCTGCTTGGAGATGATCAAATTTATAATGTTATCGTAACCGCACATGCATTCGTAATAATTTTCTTTATAGTTATAC
CAATTATAATCGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAACAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTGGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTC
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATCACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RD416-B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CCGGTACTCTGCTTGGAGATGACCAAATTTATAATGTTATCGTAACCGCACATGCATTTGTAATAATTTTCTTTATAGTTATAC
CAATTATAATTGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAATAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTAGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTT
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATTACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RDA417-B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CCGGTACTCTGCTTGGAGATGACCAAATTTATAATGTTATCGTAACCGCACATGCATTTGTAATAATTTTCTTTATAGTTATAC
CAATTATAATTGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAATAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTAGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTT
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATTACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
>RDA418-B_COI
TACTCTGTATCTACTATTTGGTGCCTGAGCAGGCATAGTAGGAACAGCCTTAAGCCTACTGATTCGTGCCGAACTGGGCCAAC
CCGGTACTCTGCTTGGAGATGACCAAATTTATAATGTTATCGTAACCGCACATGCATTTGTAATAATTTTCTTTATAGTTATAC
CAATTATAATTGGAGGATTTGGTAATTGACTAGTTCCCCTAATAATTGGTGCCCCAGACATAGCATTCCCTCGAATAAATAAT
ATAAGCTTTTGACTCCTCCCTCCTTCTTTCTTACTACTTTTAGCATCATCTATAGTTGAAGCTGGCGCAGGAACAGGCTGAACT
GTATATCCCCCTCTAGCTGGCAACTTAGCTCACGCAGGGGCTTCAGTAGACCTGACCATTTTTTCTTTACACTTAGCAGGTGT
CTCCTCAATTCTAGGGGCCATTAACTTTATTACAACAATTATCAATATAAAACCCCCTGCCATATCACAATATCAAACCCCTT
TATTCGTGTGATCCGTATTAGTCACTGCTGTACTACTACTTCTCTCACTCCCTGTACTAGCAGCCGGAATTACAATACTATTAA
CAGACCGAAACCTAAATACAACCTTTTTTGACCCAGCAGGAGGCGGAGATCCTATTCTATATCAACACTTGTTC
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>RD351-1B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCYCACATCAAACCTGAATGATACTTCCTATTTGCATACGCA
ATCCTA

>RD352-1B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD354-1C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD355-1B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD356-1B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD357-1C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD360-1C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATACATTGGCACAAACCTAGTCGAATGAATCTGAGGGGGCTTT
TCAGTAGATAAAGCAACCCTGACCCGATTTTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAATAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
TACTATTAAAGATATCTTAGGCATCTTACTTCTAATACTCTTCCTAATATTACTAGTACTATTCGCACCAGACCTGCTTGGAGA
CCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCCGAATGATACTTCCTATTTGCATACGCA
ATCCTA

>RD119-F_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATAYTTCCTATTTGCATACGCAA
TCCTA

>RD117-A_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD118-A_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD373-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
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TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD374-C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD376-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD377-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATACATTGGCACAAACCTAGTCGAATGAATCTGAGGGGGCTTT
TCAGTAGATAAAGCAACCCTGACCCGATTTTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAATAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
TACTATTAAAGATATCTTAGGCATCTTACTTCTAATACTCTTCCTAATATTACTAGTACTATTCGCACCAGACCTGCTTGGAGA
CCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCCGAATGATACTTCCTATTTGCATACGCA
ATCCTA

>RD378-C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD381-C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD382-C_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATATATTGGCACAAACCTAGTCGAATGAATCTGAGGAGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTCTTCGCTTTCCACTTTATTCTTCCATTCATCATCGCAGCACTCGCTATAGTACAC
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
CACTATTAAAGATATCCTGGGTATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAACACACCCCCTCACATCAAACCTGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD416-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATACATTGGCACAAACCTAGTCGAATGAATCTGAGGGGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTTTTCGCTTTCCACTTTATTTTTCCATTCATCATCGCAGCACTCGCTATAGTACAT
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
TACTATCAAAGATATCTTAGGCATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAGCACACCCCCTCACATCAAACCCGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD417-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATACATTGGCACAAACCTAGTCGAATGAATCTGAGGGGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTTTTCGCTTTCCACTTTATTTTTCCATTCATCATCGCAGCACTCGCTATAGTACAT
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
TACTATCAAAGATATCTTAGGCATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAGCACACCCCCTCACATCAAACCCGAATGATACTTCCTATTTGCATACGCAA
TCCTA

>RD418-B_CYTB
AGGAGCAACAGTCATCACCAACCTCCTCTCAGCAATTCCATACATTGGCACAAACCTAGTCGAATGAATCTGAGGGGGCTTT
TCAGTAGATAAAGCAACCCTAACCCGATTTTTCGCTTTCCACTTTATTTTTCCATTCATCATCGCAGCACTCGCTATAGTACAT
TTACTCTTCCTTCACGAGACAGGATCCAACAACCCAACAGGAATCCCATCGGACGCAGACAAAATCCCCTTCCATCCTTACTA
TACTATCAAAGATATCTTAGGCATCTTACTTCTAATACTCTTCCTAATATTACTAGTATTATTCGCACCAGACCTGCTTGGAGA
TCCAGACAACTATACCCCAGCAAATCCACTCAGCACACCCCCTCACATCAAACCCGAATGATACTTCCTATTTGCATACGCAA
TCCTA
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sl

>RD351-1B_16SrRNA
TGTTYTYTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAAAAATTGATCAACGGAACAAGTTACCCTA
GGGATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATG
GTGCAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD352-1B_16StRNA
TGTTYTYTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAAAAATTGATCAACGGAACAAGTTACCCTA
GGGATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATG
GTGCAACCGCTATCAAAGGTTCGTTTGTTCAACRATTAAAGT

>RD354-1C_16StRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTACCCTAGGG
ATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGGTG
CAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD355-1B_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAAAATTGATCAACGGAACAAGTTACCCTAG
GGATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGG
TGCAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD356-1B_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTACCCTAGGG
ATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGGTG
CAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD357-1C_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTACCCTAGGG
ATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGGTG
CAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD360-1C_16StRNA
TGTTCTYTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCAC
TACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGAT
TTTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAATTGATCAACGGAACAAGTTACCCTAGGG
ATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGGTG
CAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD119-F_16StRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTACCCTAGGG
ATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGGTG
CAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD117-A_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTACCCTAGGG
ATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGGTG
CAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD118-A_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAAAATTGATCAACGGAACAAGTTACCCTAG
GGATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGG
TGCAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD373-B_16StRNA
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TGTTCTYTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAAAATTGATCAACGGAACAAGTTACCCTAG
GGATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGG
TGCAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD374-C_16StRNA
TGTTYTYTAAATAGGGACTTGTATGAATGGCCMCMCGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAAAAATTGATCAACGGAACAAGTTACCCTA
GGGATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATG
GKGCAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD376-B_16SrRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAATTGATCAACGGAACAAGTTACCCTAGGG
ATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGGTG
CAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD377-B_16StRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCAC
TACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGAT
TTTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAATTGATCAACGGAACAAGTTACCCTAGGG
ATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGGTG
CAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD378-C_16StRNA

TGTTYTYTAAATAGGGACTTGTATGAATGGCCMCMCGAGGGTTTTACTGTY TYTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAAAAATTGATCAACGGAACAAGTTACCCTA
GGGATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATG
GKGCAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD381-C_16StRNA

TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTY TTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAAAATTGATCAACGGAACAAGTTACCCTAG
GGATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGG
TGCAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD382-C_16StRNA
TGTTYTYTAAATAGGGACTTGTATGAATGGCCMCMCGAGGGTTTTACTGTYTYTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAAAAAATTGATCAACGGAACAAGTTACCCTA
GGGATAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATG
GKGCAACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD416-B_16StRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAATTGATCAACGGAACAAGTTACCCTAGGGA
TAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGGTGC
AACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD417-B_16StRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAATTGATCAACGGAACAAGTTACCCTAGGGA
TAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGGTGC
AACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

>RD418-B_16StRNA
TGTTCTCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTGTCTCTTACTTCCAATCAGTGAAATTGACCTTCCC
GTGAAGAGGCGGGAATATATTAATAAGACGAGAAGACCCTATGGAGCTTTAACTACTTAGCCCAAAAGAAACAAATTTCATT
ACTAAGGAAACAACAACACTCTTTATGGGCTAACAGCTTTGGTTGGGGTGACCTCGGAGAACAAGAAATCCTCCGAGCGATT
TTAAAGACTAGACCTACAAGTCGAATCACACAATCGTTTATTGATCCAAAAAATTGATCAACGGAACAAGTTACCCTAGGGA
TAACAGCGCAATCCTATTCAAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCGATGGTGC
AACCGCTATCAAAGGTTCGTTTGTTCAACGATTAAAGT

28




<<

  /ASCII85EncodePages false

  /AllowTransparency false

  /AutoPositionEPSFiles true

  /AutoRotatePages /None

  /Binding /Left

  /CalGrayProfile (Dot Gain 20%)

  /CalRGBProfile (sRGB IEC61966-2.1)

  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)

  /sRGBProfile (sRGB IEC61966-2.1)

  /CannotEmbedFontPolicy /Error

  /CompatibilityLevel 1.4

  /CompressObjects /Tags

  /CompressPages true

  /ConvertImagesToIndexed true

  /PassThroughJPEGImages true

  /CreateJobTicket false

  /DefaultRenderingIntent /Default

  /DetectBlends true

  /DetectCurves 0.0000

  /ColorConversionStrategy /CMYK

  /DoThumbnails false

  /EmbedAllFonts true

  /EmbedOpenType false

  /ParseICCProfilesInComments true

  /EmbedJobOptions true

  /DSCReportingLevel 0

  /EmitDSCWarnings false

  /EndPage -1

  /ImageMemory 1048576

  /LockDistillerParams false

  /MaxSubsetPct 100

  /Optimize true

  /OPM 1

  /ParseDSCComments true

  /ParseDSCCommentsForDocInfo true

  /PreserveCopyPage true

  /PreserveDICMYKValues true

  /PreserveEPSInfo true

  /PreserveFlatness true

  /PreserveHalftoneInfo false

  /PreserveOPIComments true

  /PreserveOverprintSettings true

  /StartPage 1

  /SubsetFonts true

  /TransferFunctionInfo /Apply

  /UCRandBGInfo /Preserve

  /UsePrologue false

  /ColorSettingsFile ()

  /AlwaysEmbed [ true

  ]

  /NeverEmbed [ true

  ]

  /AntiAliasColorImages false

  /CropColorImages true

  /ColorImageMinResolution 300

  /ColorImageMinResolutionPolicy /OK

  /DownsampleColorImages false

  /ColorImageDownsampleType /Bicubic

  /ColorImageResolution 300

  /ColorImageDepth -1

  /ColorImageMinDownsampleDepth 1

  /ColorImageDownsampleThreshold 1.50000

  /EncodeColorImages true

  /ColorImageFilter /DCTEncode

  /AutoFilterColorImages true

  /ColorImageAutoFilterStrategy /JPEG

  /ColorACSImageDict <<

    /QFactor 0.76

    /HSamples [2 1 1 2] /VSamples [2 1 1 2]

  >>

  /ColorImageDict <<

    /QFactor 0.15

    /HSamples [1 1 1 1] /VSamples [1 1 1 1]

  >>

  /JPEG2000ColorACSImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 30

  >>

  /JPEG2000ColorImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 30

  >>

  /AntiAliasGrayImages false

  /CropGrayImages true

  /GrayImageMinResolution 300

  /GrayImageMinResolutionPolicy /OK

  /DownsampleGrayImages false

  /GrayImageDownsampleType /Bicubic

  /GrayImageResolution 300

  /GrayImageDepth -1

  /GrayImageMinDownsampleDepth 2

  /GrayImageDownsampleThreshold 1.50000

  /EncodeGrayImages false

  /GrayImageFilter /DCTEncode

  /AutoFilterGrayImages true

  /GrayImageAutoFilterStrategy /JPEG

  /GrayACSImageDict <<

    /QFactor 0.76

    /HSamples [2 1 1 2] /VSamples [2 1 1 2]

  >>

  /GrayImageDict <<

    /QFactor 0.15

    /HSamples [1 1 1 1] /VSamples [1 1 1 1]

  >>

  /JPEG2000GrayACSImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 30

  >>

  /JPEG2000GrayImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 30

  >>

  /AntiAliasMonoImages false

  /CropMonoImages true

  /MonoImageMinResolution 1200

  /MonoImageMinResolutionPolicy /OK

  /DownsampleMonoImages false

  /MonoImageDownsampleType /Bicubic

  /MonoImageResolution 1200

  /MonoImageDepth -1

  /MonoImageDownsampleThreshold 1.50000

  /EncodeMonoImages false

  /MonoImageFilter /CCITTFaxEncode

  /MonoImageDict <<

    /K -1

  >>

  /AllowPSXObjects false

  /CheckCompliance [

    /None

  ]

  /PDFX1aCheck false

  /PDFX3Check false

  /PDFXCompliantPDFOnly false

  /PDFXNoTrimBoxError true

  /PDFXTrimBoxToMediaBoxOffset [

    0.00000

    0.00000

    0.00000

    0.00000

  ]

  /PDFXSetBleedBoxToMediaBox true

  /PDFXBleedBoxToTrimBoxOffset [

    0.00000

    0.00000

    0.00000

    0.00000

  ]

  /PDFXOutputIntentProfile (None)

  /PDFXOutputConditionIdentifier ()

  /PDFXOutputCondition ()

  /PDFXRegistryName ()

  /PDFXTrapped /False



  /CreateJDFFile false

  /Description <<



    /BGR <>

    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>

    /CZE <>

    /DAN <>

    /DEU <>

    /ESP <>

    /ETI <>

    /FRA <>

    /GRE <>



    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)

    /HUN <>

    /ITA <>

    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>

    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>

    /LTH <>

    /LVI <>

    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)

    /NOR <>

    /POL <>

    /PTB <>

    /RUM <>

    /RUS <>

    /SKY <>

    /SLV <>

    /SUO <>

    /SVE <>

    /TUR <>

    /UKR <>

    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)

    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>

  >>

  /Namespace [

    (Adobe)

    (Common)

    (1.0)

  ]

  /OtherNamespaces [

    <<

      /AsReaderSpreads false

      /CropImagesToFrames true

      /ErrorControl /WarnAndContinue

      /FlattenerIgnoreSpreadOverrides false

      /IncludeGuidesGrids false

      /IncludeNonPrinting false

      /IncludeSlug false

      /Namespace [

        (Adobe)

        (InDesign)

        (4.0)

      ]

      /OmitPlacedBitmaps false

      /OmitPlacedEPS false

      /OmitPlacedPDF false

      /SimulateOverprint /Legacy

    >>

    <<

      /AddBleedMarks false

      /AddColorBars false

      /AddCropMarks false

      /AddPageInfo false

      /AddRegMarks false

      /ConvertColors /ConvertToCMYK

      /DestinationProfileName ()

      /DestinationProfileSelector /DocumentCMYK

      /Downsample16BitImages true

      /FlattenerPreset <<

        /PresetSelector /MediumResolution

      >>

      /FormElements false

      /GenerateStructure false

      /IncludeBookmarks false

      /IncludeHyperlinks false

      /IncludeInteractive false

      /IncludeLayers false

      /IncludeProfiles false

      /MultimediaHandling /UseObjectSettings

      /Namespace [

        (Adobe)

        (CreativeSuite)

        (2.0)

      ]

      /PDFXOutputIntentProfileSelector /DocumentCMYK

      /PreserveEditing true

      /UntaggedCMYKHandling /LeaveUntagged

      /UntaggedRGBHandling /UseDocumentProfile

      /UseDocumentBleed false

    >>

  ]

>> setdistillerparams

<<

  /HWResolution [2400 2400]

  /PageSize [612.000 792.000]

>> setpagedevice



