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HEYIEAR

GCMTI FS:2023-6

DNAZH

% HERS DNA 55— N B s EIfE E(TS2)

R 4m5E B1220224

>22RD22-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTY
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

et BRI E 186,207
BELERE psbA-trnH FERIE & (psbA-trnH)

HER4RSE B1220224

>22RD22-1A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FELRAE RIRAX IR E R (LG R HE(rbcL)

R 4m5E B1220224

>22RD22-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Sk TEY) SRS IEA

B4 Artemisia scoparia
Waldst. et Kit.
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SZDNAF
HEYIEAR

GCMTI FS:2023-6

DNAZHL

% HERS DNA 55— N B s EIfE E(TS2)

R 4m5E B1220224

>22RD23-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTY
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

et BRI E 186,207
BELERE psbA-trnH FERIE & (psbA-trnH)

HER4RSE B1220224

>22RD23-1A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FELRAE RIRAX IR E R (LG R HE(rbcL)

R 4m5E B1220224

>22RD23-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Sk TEY) SRS IEA
B4 Artemisia scoparia
Waldst. et Kit.

R E R 22RD23

IR 22RD23-1A

EEH HH B B P 2 VR

FH¥E 2 FP&ERHRE | 22RD27
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it ITS2: 186Y, 207Y
[E&




SZDNAF
HEYIEAR

GCMTI FS:2023-6

DNAZHL

% HERS DNA 55— N B s EIfE E(TS2)

R 4m5E B1220224

>22RD24-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fit: AR E 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HER4RSE B1220224

>22RD24-1A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FELRAE RIRAX IR E R (LG R HE(rbcL)

R 4m5E B1220224

>22RD24-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

ety Y EEEAEA
B4 Artemisia scoparia
Waldst. et Kit.
FEE R 22RD24
FEmiEEr 22RD24-1A
T rh B RS A YA R
TH¥E Z FhEERf 8 | 22RD28
i
[l =
it ITS2: 207Y
V=4
£




GCMTI FS:2023-6

SZDNAFT BB
HEYIER

EdiEty) Y EEEAEA
B Artemisia scoparia
sy =2
DNAZH Waldst. et Kit.
EERTT 22RD25
FRmirad 22RD25-1A
xRS DNA 25— A Bk EIFRER(TS2) FEH ch B H A H 2
TH¥E Z FhEERf | 22RD29
L0 4msE B1220224 *
EE | =]
>220RD25-1A_ITS2 St =
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG =Ean ITS2: 207Y
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC B
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fit: AR E 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HER4RSE B1220224

>22RD25-1A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG 4'%
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG 4
GATCAAGGCAGT

FELRAE RIRAX IR E R (LG R HE(rbcL)

R 4m5E B1220224

>22RD25-1A_rbcL |
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA SRm W - o wm RN
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT ' : s
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT

GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA

CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG

ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT

CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG

TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT

ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT

AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG

AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT

GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT

AAAAACTACGGTAGAGCTGTTTATGAATGTCTT




SZDNAF
HEYIEAR

GCMTI FS:2023-6

DNAZHL

% HERS DNA 55— N B s EIfE E(TS2)

R 4m5E B1220224

>22RD26-1B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fit: AR E 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HER4RSE B1220224

>22RD26-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FELRAE RIRAX IR E R (LG R HE(rbcL)

R 4m5E B1220224

>22RD26-1B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

ety Y EEEAEA
B4 Artemisia scoparia
Waldst. et Kit.
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DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

e 4meE B1220224-2

>22RD27-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HER 4R B1220224-2

>22RD27-1A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

R 4m5E B1220224-2

>22RD27-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

E =74
st R &R R RS A
B4 Artemisia scoparia
Waldst. et Kit.
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GCMTI FS:2023-6

DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

e 4meE B1220224-2

>22RD28-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HER 4R B1220224-2

>22RD28-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

R 4m5E B1220224-2

>22RD28-1A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

E =74
st R &R R RS A
B4 Artemisia scoparia
Waldst. et Kit.
FEE R 22RD28
FEmiEEr 22RD28-1A
T rh B RS A YA R
TR EZ FEY/&EE | 22RD24
A
[l =
it ITS2: 207Y
V=4
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SEZDNAFY
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+H
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DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

e 4meE B1220224-2

>22RD28-2A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HER 4R B1220224-2

>22RD28-2A psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

R 4m5E B1220224-2

>22RD28-2A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

10

GCMTI FS:2023-6

E =74
st R &R R RS A
B4 Artemisia scoparia
Waldst. et Kit.

FEE R 22RD28
FEmiEEr 22RD28-2A
T rh B RS A YA R
TR EZ FEY/&EE | 22RD24
A
[l =
it ITS2: 207Y

V=4
1EHE
HH




SEZDNAFY
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+H
Mt
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GCMTI FS:2023-6

DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

X 4wk BIC230809

>22RD28-4A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

LR 4R 5 BIC230809

>22RD28-4A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

X 4wk BIC230809

>22RD28-4A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

BEZR
Yk Hh EE A PR BT
B4 Artemisia scoparia
Waldst. et Kit.

EERTT 22RD28
Y 22RD28-4A
FEHE, Hh BT R AR
THETEZ FEY 22RD24
%N
ELEE R =
(8 ITS2: 207Y

V=24
1EHE




SEZDNAFY
7

+H
Mt
/ot

DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

X 4wk BIC230809

>22RD28-5A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

sk AT E 207
BELERE psbA-trnH FERIE & (psbA-trnH)

LR 4R 5 BIC230809

>22RD28-5A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

X 4wk BIC230809

>22RD28-5A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

GCMTI FS:2023-6

E =74
st R &R R RS A
By Artemisia scoparia
Waldst. et Kit.

FEE R 22RD28
FEmiEEr 22RD28-5A
T rh B RS A YA R
TR EZ FEY/&EE | 22RD24
A
[l =
it ITS2: 207Y

V=4
1EHE

12



SEZDNAFY
7

+H
Mt
/ot

DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

X 4wk BIC230809

>22RD28-6A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

LR 4R 5 BIC230809

>22RD28-6A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

X 4wk BIC230809

>22RD28-6A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

13

GCMTI FS:2023-6

E =74
st R &R R RS A
B4 Artemisia scoparia
Waldst. et Kit.

FEE R 22RD28
FEmiEEr 22RD28-6A
T rh B RS A YA R
TR EZ FEY/&EE | 22RD24
A
[l =
it ITS2: 207Y

V=4
1EHE




SEZDNAFY
7

+H
Mt
/ot

DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

X 4wk BIC230809

>22RD28-8A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

LR 4R 5 BIC230809

>22RD28-8A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

X 4wk BIC230809

>22RD28-8A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

14

GCMTI FS:2023-6

E =74
st R &R R RS A
B4 Artemisia scoparia
Waldst. et Kit.

FEE R 22RD28
FEmiEEr 22RD28-8A
T rh B RS A YA R
TR EZ FEY/&EE | 22RD24
A
[l =
it ITS2: 207Y

V=4
1EHE




SEZDNAFY
7

+H
Mt
/ot

DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

X 4wk BIC230809

>22RD28-9B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTSGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTY
AAAAACCCCAACGCGTCGTCCCTTGACGGCGCTTCGA
CCG

k. WaAEAIE 146, 186
BELERE psbA-trnH FERIE & (psbA-trnH)

LR 4R 5 BIC230809

>22RD28-9B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

X 4wk BIC230809

>22RD28-9B_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

15

GCMTI FS:2023-6

2EEN
SHWR R EER PRIRRATE A
B4 Artemisia scoparia
Waldst. et Kit.
R E R 22RD28
R 22RD28-9B
EEH HH B8] e 2 Y4 A
HHEE M Y8EE | 22RD24
FEA
[t ¥l &
(8 ITS2: 146S, 186Y
E&
1EH
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/ot

GCMTI FS:2023-6

DNAZH

T HERG DNA 55 — NSk IR E(1TS2)

e 4meE B1220224-2

>22RD29-1B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HER 4R B1220224-2

>20RD29-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACASAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Bik: BgREAE 173

SEGRAG DRI R (LB A HE(rbeL)

HER 4R B1220224-2

>22RD29-1B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

B2LEN

SHWR R EER PRIRRATE A
B4 Artemisia scoparia

Waldst. et Kit.
R E R 22RD29
IR 22RD29-1B
JEE, B H A H RS
TH¥EZ A5 22RD25, 22RD26
FEA
[ 3l &
HEE ITS2: 207Y; psbA-

trnH: 173S

[E&

TEH




SEZDNAFY
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Mt
/ot

GCMTI FS:2023-6

DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

e 4meE B1220224-2

>22RD29-2A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HER 4R B1220224-2

>22RD29-2A psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACAGAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

R 4m5E B1220224-2

>22RD29-2A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

2EFLN
Yk HREE L DA R AT AC
B4 Artemisia scoparia
Waldst. et Kit.

L et T 22RD29
ST 22RD29-2A
EEHT, R H AR A HE S
THEE 2 HHY) 22RD25, 22RD26
%N
ELEER =
st ITS2: 207Y

V=24
|

FECE CEN R NN




SEZDNAFY
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GCMTI FS:2023-6

DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

HE4R5E BIC230809-2

>22RD29-5B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HE4m5E BIC230809-2

>22RD29-5B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACAGAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

HE4R5E BIC230809-2

>22RD29-5B rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

2EFLN
Yk HREE L DA R AT AC
B4 Artemisia scoparia
Waldst. et Kit.

L et T 22RD29
ST 22RD29-5B
EEHT, R H AR A HE S
THEE 2 HHY) 22RD25, 22RD26
%N
ELEER =
st ITS2: 207Y

V=24
|




SEZDNAFY
7

+H
Mt
/ot

GCMTI FS:2023-6

DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

HE4R5E BIC230809-2

>22RD29-6A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HE4m5E BIC230809-2

>22RD29-6A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

HE4R5E BIC230809-2

>22RD29-6A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

2EFLN
Yk HREE L DA R AT AC
B4 Artemisia scoparia
Waldst. et Kit.

L et T 22RD29
ST 22RD29-6A
EEHT, R H AR A HE S
THEE 2 HHY) 22RD25, 22RD26
%N
ELEER =
st ITS2: 207Y

V=24
|




SEZDNAFY
7

+H
Mt
/ot

GCMTI FS:2023-6

DNAZHL

T HERG DNA 55 — NSk IR E(1TS2)

HE4R5E BIC230809-2

>22RD29-7A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HE4m5E BIC230809-2

>22RD29-7A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

HE4R5E BIC230809-2

>22RD29-7A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

2EFLN
Yk HREE L DA R AT AC
B4 Artemisia scoparia
Waldst. et Kit.

L et T 22RD29
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DNAZHL
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HE4R5E BIC230809-2

>22RD29-8B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

fiL: mEEArE 207
BELERE psbA-trnH FERIE & (psbA-trnH)

HE4m5E BIC230809-2

>22RD29-8B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

HE4R5E BIC230809-2

>22RD29-8B_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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HE4R5E BIC230809-2

>22RD29-9A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCARCGCGTCGTCYCTTGACGGCGCTTCGA
CCG

k. WaAEAIE 197,207
BELERE psbA-trnH FERIE & (psbA-trnH)

HE4m5E BIC230809-2

>22RD29-9A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

FECRAG IR XA L (LB A HE(rbeL)

HE4R5E BIC230809-2

>22RD29-9A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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>20RD22-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTYAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD23-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTYAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD24-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD25-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD26-1B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD27-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD28-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD28-2A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD28-4A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD28-5A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD28-6A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD28-8A _ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD28-9B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTSGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTYAAAAACCCCAACGCGTCGTCCCTTGACGGCGCTTCGACCG
>20RD29-1B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD29-2A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD29-5B_ITS2
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CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD29-6A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD29-7A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD29-8B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD29-9A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCARCGCGTCGTCYCTTGACGGCGCTTCGACCG
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>22RD22-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD23-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTITATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD24-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTITGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD25-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD26-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTITATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD27-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-1A psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-2A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-4A_psbA-trnH
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ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTIT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-5A psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-6A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-8A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTIT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-9B psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACASAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-2A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTITATTT
AGTACTATTGGCCTTACAGAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-5B psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACAGAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-6A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
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ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-7A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTITATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTIT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-8B psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTITGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-9A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT
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Artemisia scoparialt YN IERFEEEA K H SERF D BRAR AR (1) BE 4R BE — BRI B A R AL K EH (rbe L) 7
ae]l

>22RD22-1A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD23-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD24-1A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD25-1A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD26-1B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD27-1A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>20RD28-2A_rbeL
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AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-4A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-5A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-6A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-8A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-9B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-1B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-2A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
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ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-5B _rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-6A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-7A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-8B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-9A _rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT
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