GCMTI FS:2023-6

Fact sheet of reference DNA sequences of Artemisia scoparia (&)

Summary

Scientific name

Type of reference material

used for data generation

Plant voucher specimen

(number / locality)

Chinese Materia Medica

(number / locality)

Total number of specimen

Specimen source

Method for data generation

Length of DNA barcode

Information

Artemisia scoparia Waldst. et Kit.

Plant voucher specimen

Herba Artemisiae Scopariae (F[5)

2 / Chengcheng County, Shaanxi Province,

China

1 / Neixiang County, Henan Province, China

2 / Gangu County, Gansu Province, China

1 / Chengcheng County, Shaanxi Province,

China

7 / Neixiang County, Henan Province, China

7 / Gangu County, Gansu Province, China

20

GCMTI collection

Hong Kong Chinese Materia Medica Standards

(HKCMMS) Project

GCMTI RD-5:2020

Nuclear internal transcribed spacer 2 (ITS2) is



GCMTI FS:2023-6

Summary Information

226 bp

® Chloroplast psbA-trnH intergenic spacer (psbA-

trnH) is 465 bp

® Chloroplast ribulose bisphosphate carboxylase

large chain (rbcL) is 553 bp



Reference DNA Sequence

Plant Specimen

GCMTI FS:2023-6

Reference Detail

DNA Information

Description of
reference material

Plant voucher
specimen

Scientific name

Artemisia scoparia
Waldst. et Kit.

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1220224

>22RD22-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTY
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 186, 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220224

>22RD22-1A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. B1220224

>22RD22-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Laboratory number | 22RD22

Sample mark 22RD22-1A

Locality Chengcheng County,
Shaanxi Province,
China

Corresponding 22RD27

CMM specimen

Authenticated Yes

Remarks ITS2: 186Y, 207Y

Image




Reference DNA Sequence

Plant Specimen

GCMTI FS:2023-6

Reference Detail

DNA Information

Description of
reference material

Plant voucher
specimen

Scientific name

Artemisia scoparia
Waldst. et Kit.

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1220224

>22RD23-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTY
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 186, 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220224

>22RD23-1A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. B1220224

>22RD23-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Laboratory number | 22RD23

Sample mark 22RD23-1A

Locality Chengcheng County,
Shaanxi Province,
China

Corresponding 22RD27

CMM specimen

Authenticated Yes

Remarks ITS2: 186Y, 207Y

Image




Reference DNA Sequence

Plant Specimen

GCMTI FS:2023-6

Reference Detail

DNA Information

Description of
reference material

Plant voucher
specimen

Scientific name

Artemisia scoparia
Waldst. et Kit.

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1220224

>22RD24-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220224

>22RD24-1A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. B1220224

>22RD24-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Laboratory number

22RD24

Sample mark

22RD24-1A

Locality Neixiang County,
Henan Province, China
Corresponding 22RD28
CMM specimen
Authenticated Yes
Remarks ITS2: 207Y
Image
K




Reference DNA Sequence

Plant Specimen

GCMTI FS:2023-6

Reference Detail

DNA Information

Description of
reference material

Plant voucher
specimen

Scientific name

Artemisia scoparia
Waldst. et Kit.

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1220224

>22RD25-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220224

>22RD25-1A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. B1220224

>22RD25-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Laboratory number

22RD25

Sample mark

22RD25-1A

Locality Gangu County, Gansu
Province, China
Corresponding 22RD29
CMM specimen
Authenticated Yes
Remarks ITS2: 207Y
Image




Reference DNA Sequence

Plant Specimen

GCMTI FS:2023-6

Reference Detail

DNA Information

Description of
reference material

Plant voucher
specimen

Scientific name

Artemisia scoparia
Waldst. et Kit.

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1220224

>22RD26-1B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220224

>22RD26-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. B1220224

>22RD26-1B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Laboratory number

22RD26

Sample mark

22RD26-1B

Locality Gangu County, Gansu
Province, China
Corresponding 22RD29
CMM specimen
Authenticated Yes
Remarks ITS2: 207Y
Image




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-6

Reference Detail

DNA Information

Description of
reference material

Specimen of
Artemisiae Scopariae
Herba

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI220224-2

>22RD27-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220224-2

>22RD27-1A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BI220224-2

>22RD27-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Scientific name

Artemisia scoparia
Waldst. et Kit.

Laboratory number | 22RD27

Sample mark 22RD27-1A

Locality Chengcheng County,
Shaanxi Province,
China

Corresponding
plant voucher

22RD22,22RD23

specimen

Authenticated Yes

Remarks ITS2: 207Y
Image

Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-6

Reference Detail

DNA Information

Description of
reference material

Specimen of
Artemisiae Scopariae
Herba

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI220224-2

>22RD28-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220224-2

>22RD28-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BI220224-2

>22RD28-1A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Scientific name

Artemisia scoparia
Waldst. et Kit.

Laboratory number

22RD28

Sample mark

22RD28-1A

Locality Neixiang County,
Henan Province, China
Corresponding 22RD24
plant voucher
specimen
Authenticated Yes
Remarks ITS2: 207Y
Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI220224-2

>22RD28-2A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220224-2

>22RD28-2A psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BI220224-2

>22RD28-2A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

10

GCMTI FS:2023-6

Reference Detail

Description of
reference material

Specimen of
Artemisiae Scopariae
Herba

Scientific name

Artemisia scoparia
Waldst. et Kit.

Laboratory number

22RD28

Sample mark

22RD28-2A

Locality Neixiang County,
Henan Province, China
Corresponding 22RD24
plant voucher
specimen
Authenticated Yes
Remarks ITS2: 207Y
Image
Front view
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC230809

>22RD28-4A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC230809

>22RD28-4A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BIC230809

>22RD28-4A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC230809

>22RD28-5A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC230809

>22RD28-5A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BIC230809

>22RD28-5A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC230809

>22RD28-6A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC230809

>22RD28-6A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BIC230809

>22RD28-6A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC230809

>22RD28-8A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC230809

>22RD28-8A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BIC230809

>22RD28-8A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC230809

>22RD28-9B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTSGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTY
AAAAACCCCAACGCGTCGTCCCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 146, 186

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC230809

>22RD28-9B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BIC230809

>22RD28-9B_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI220224-2

>22RD29-1B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220224-2

>22RD29-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACASAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Remarks: observation at nucleotide position 173

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. B1220224-2

>22RD29-1B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

16

GCMTI FS:2023-6

Reference Detail

Description of
reference material

Specimen of
Artemisiae Scopariae
Herba

Scientific name

Artemisia scoparia
Waldst. et Kit.

Laboratory number

22RD29

Sample mark

22RD29-1B

Locality

Gangu County, Gansu
Province, China

Corresponding
plant voucher

22RD25, 22RD26

specimen
Authenticated Yes
Remarks ITS2: 207Y; psbA-
trnH: 173S
Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI220224-2

>22RD29-2A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1220224-2

>22RD29-2A psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACAGAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BI220224-2

>22RD29-2A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC230809-2

>22RD29-5B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC230809-2

>22RD29-5B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACAGAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BIC230809-2

>22RD29-5B rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC230809-2

>22RD29-6A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC230809-2

>22RD29-6A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BIC230809-2

>22RD29-6A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-6

Reference Detail

DNA Information

Description of
reference material

Specimen of
Artemisiae Scopariae
Herba

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC230809-2

>22RD29-7A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC230809-2

>22RD29-7A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BIC230809-2

>22RD29-7A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2023-6

Reference Detail

DNA Information

Description of
reference material

Specimen of
Artemisiae Scopariae
Herba

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC230809-2

>22RD29-8B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC230809-2

>22RD29-8B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BIC230809-2

>22RD29-8B_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT

Scientific name

Artemisia scoparia
Waldst. et Kit.

Laboratory number

22RD29

Sample mark

22RD29-8B

Locality Gangu County, Gansu
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC230809-2

>22RD29-9A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGG
AGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGC
TCATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGAT
GGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGT
CTTTTGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTC
AAAAACCCCARCGCGTCGTCYCTTGACGGCGCTTCGA
CCG

Remarks: observation at nucleotide position 197, 207

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC230809-2

>22RD29-9A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCA
TCTACAAATGGATAAGACTTTGGTCTGATTGTATAGG
AGTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCC
TCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTA
TTTAGTACTATTGGCCTTACACAGTTTCTTTAAAAATA
TTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTA
TTCATATTCATTTATATTATAGGTTTGTATATTCTATTC
CAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCA
AATCAAAATATATAAAAATTGCATTTTTGCTTATTTAT
TACTTTGATTTCATAAATAAAAAAGAAATAATATGCT
TTTTTTTATGTTGAGGTAAAAATATAGATAATACTAG
ATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTG
GATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (7bcL)

Batch ID. BIC230809-2

>22RD29-9A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAA
TTGACTTATTATACTCCTGAGTATGAAACCAAGGATA
CTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCT
GGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCT
GCCGAATCTTCTACTGGTACATGGACAACTGTGTGGA
CCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCG
ATGCTATGGAATTGAGCCTGTTCCTGGAGAAGAGAAT
CAATATATTTGCTATGTAGCTTACCCATTAGACCTTTT
TGAAGAAGGTTCTGTTACTAACATGTTTACTTCCATTG
TAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCT
ACGTCTGGAAGATTTGCGAATTCCTACTGCGTATGTT
AAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTG
AAAGAGATAAATTGAACAAGTATGGTCGTCCTCTGTT
GGGATGTACTATTAAACCTAAATTGGGGTTATCCGCT
AAAAACTACGGTAGAGCTGTTTATGAATGTCTT
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GCMTI FS:2023-6

Reference DNA sequences in FASTA format

Internal transcribed spacer 2 of nuclear ribosomal RNA (ITS2) sequence of plant voucher specimen of
Artemisia scoparia and Chinese Materia Medica (CMM) Herba Artemisiae Scopariae

>20RD22-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTYAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD23-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTYAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD24-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD25-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD26-1B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD27-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD28-1A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD28-2A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD28-4A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD28-5A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD28-6A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD28-8A _ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD28-9B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTSGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTYAAAAACCCCAACGCGTCGTCCCTTGACGGCGCTTCGACCG
>20RD29-1B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>20RD29-2A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD29-5B_ITS2
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CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD29-6A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD29-7A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD29-8B_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCAACGCGTCGTCYCTTGACGGCGCTTCGACCG
>22RD29-9A_ITS2
CGCATCGCGTCGCCCCCCACAAATTCTCCGTCAGGGGAGCTTGTGTTTCGGGGGCGGATACTGGTCTCCCGTGCTC
ATGGCGCGGTTGGCCGAAATAGGAGTCCCTTCGATGGACGCACGAACTAGTGGTGGTCGTAAAAACCCTCGTCTTT
TGTTTCGTGCCGTTAGTCGCGAGGGAAGCTCTTCAAAAACCCCARCGCGTCGTCYCTTGACGGCGCTTCGACCG
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Chloroplast psbA-trnH intergenic spacer (psbA-trnH) sequence of plant voucher specimen of Artemisia
scoparia and Chinese Materia Medica (CMM) Herba Artemisiae Scopariae

>22RD22-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD23-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD24-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD25-1A_psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD26-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD27-1A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-1A psbA-trmH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-2A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-4A_psbA-trnH
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ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTIT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-5A psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-6A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-8A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTIT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD28-9B psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-1B_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACASAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-2A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTITATTT
AGTACTATTGGCCTTACAGAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-5B psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACAGAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-6A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT

26



GCMTI FS:2023-6

ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-7A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTITATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTIT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-8B psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTITGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT

>22RD29-9A_psbA-trnH
ATAATTTCCCTCTAGACTTAGCTGCTATTGAAGCTCCATCTACAAATGGATAAGACTTTGGTCTGATTGTATAGGA
GTAGTTTTTGAACTAAAAAAGGAGCAATAGCTTTCCTCTTGTTTTATCAAGAGGTCGTTATTGCTCCTTTTTTTATTT
AGTACTATTGGCCTTACACAGTTTCTTTAAAAATATTTTCTAGTTTGGTTCGATTCGCGTGTTTTCTCTTTGTATTCA
TATTCATTTATATTATAGGTTTGTATATTCTATTCCAAATTTTTTATGAAGTTTGATTTCCAATTCAATTTCAAATCA
AAATATATAAAAATTGCATTTTTGCTTATTTATTACTTTGATTTCATAAATAAAAAAGAAATAATATGCTTTTTTTT
ATGTTGAGGTAAAAATATAGATAATACTAGATAGATATATAGTAGAGGGGCGGATGTAGCCAAGTGGATCAAGGC
AGT
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Partial chloroplast ribulose bisphosphate carboxylase large chain (rbcL) sequence of plant voucher
specimen of Artemisia scoparia and Chinese Materia Medica (CMM) Herba Artemisiae Scopariae

>22RD22-1A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD23-1A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD24-1A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD25-1A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD26-1B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD27-1A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-1A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>20RD28-2A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
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GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-4A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-5A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-6A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-8A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD28-9B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-1B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>20RD29-2A_rbeL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT
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>22RD29-5B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-6A_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-7A _rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-8B_rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT

>22RD29-9A _rbcL
AAGTGTTGGATTCAAAGCTGGGGTTAAAGATTATAAATTGACTTATTATACTCCTGAGTATGAAACCAAGGATACT
GATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGGCGATGCT
ATGGAATTGAGCCTGTTCCTGGAGAAGAGAATCAATATATTTGCTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAACGTATTTGGTTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATTTGCGAATTCCTACTGCGTATGTTAAAACTTTCCAAGGTCCGCCTCACGGTATCCAAGTTGAAAGAGATAA
ATTGAACAAGTATGGTCGTCCTCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGT
AGAGCTGTTTATGAATGTCTT
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