GCMTI FS:2022-6

Fact sheet of reference DNA sequences of Acanthopanax gracilistylus (K TFLIN)

Summary Information

Scientific name Acanthopanax gracilistylus W. W. Smith

Type of reference material used for ® Cortex Acanthopanacis (7f[157)

data generation ® Plant voucher specimen
Cortex Acanthopanacis (LI %) ® 5/ Macheng City, Hubei Province,
(number of specimens / locality) China
® 6/ Yingshan County, Hubei
Province, China
® 5/ Guangde City, Anhui Province,
China
Plant voucher specimen ® 2/ Macheng City, Hubei Province,
(number of specimens / locality) China
® [ /Yingshan County, Hubei
Province, China
® |/ Guangde City, Anhui Province,
China
Total number of specimen ® 20
Specimen source ® GCMTI collection



GCMTI FS:2022-6

® Hong Kong Chinese Materia

Medica Standards (HKCMMS)

Project
Method for data generation ® GCMTI RD-5:2020
Length of DNA barcode ® Nuclear internal transcribed spacer

2 (ITS2) is 230-231 bp

®  Chloroplast psbA-trnH intergenic

spacer (psbA-trnH) 1s 473 bp

® Chloroplast ribulose bisphosphate

carboxylase large chain (rbcL) is

553 bp



Reference DNA Sequence

Plant Specimen

GCMTI FS:2022-6

Reference Detail

DNA Information

Description of
reference material

Plant voucher
specimen

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI210513-3

>RD658-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCTCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTKGACCGTCGCCAGCAAA
AGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Remarks: observation at nucleotide position 168

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI210513-3

>RD658-1A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCARGGCAGT

Remarks: observation at nucleotide position 467

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI210513-3

>RD658-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

Scientific name

Acanthopanax
gracilistylus W. W.
Smith

Laboratory number

RD658

Sample mark

RD658-1A

Locality Macheng City, Hubei
Province, China
Corresponding RD603, RD604
CMM specimen
Authenticated Yes
Remarks ITS2: 168K; psbA-
trnH: 467R
Image




Reference DNA Sequence

Plant Specimen

GCMTI FS:2022-6

Reference Detail

DNA Information

Description of
reference material

Plant voucher
specimen

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI210513-3

>RD659-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCTCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTKGACCGTCGCCAGCAAA
AGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Remarks: observation at nucleotide position 168

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI210513-3

>RD659-1A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI210513-3

>RD659-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

Scientific name

Acanthopanax
gracilistylus W. W.
Smith

Laboratory number

RD659

Sample mark

RD659-1A

Locality Macheng City, Hubei
Province, China
Corresponding RD603, RD604
CMM specimen
Authenticated Yes
Remarks ITS2: 168K
Image




Reference DNA Sequence

Plant Specimen

GCMTI FS:2022-6

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI210513-3

>RD660-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCTCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTTGACCGTCGCCAGCAAA
AGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI210513-3

>RD660-1A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI210513-3

>RD660-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

Description of Plant voucher
reference material specimen
Scientific name Acanthopanax

gracilistylus W. W.
Smith

Laboratory number | RD660
Sample mark RD660-1A
Locality Yingshan County,
Hubei Province, China
Corresponding RD605
CMM specimen
Authenticated Yes
Remarks -
Image




Reference DNA Sequence

Plant Specimen

GCMTI FS:2022-6

Reference Detail

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BI210513-3

>RD662-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCTCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTTGACCGTCGCCAGCAAA
AGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BI210513-3

>RD662-1A psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BI210513-3

>RD662-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

Description of Plant voucher
reference material specimen
Scientific name Acanthopanax

gracilistylus W. W.
Smith

Laboratory number

RD662

Sample mark

RD662-1A

Locality Guangde City, Anhui
Province, China
Corresponding RD606
CMM specimen
Authenticated Yes
Remarks -
Image




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2022-6

Reference Detail

DNA Information

Description of
reference material

Specimen of
Acanthopanacis Cortex

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1210427

>RD603-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGYGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Remarks: observation at nucleotide position 83

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210427

>RD603-1A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTCTTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTAATATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210427

>RD603-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

Scientific name

Acanthopanax
gracilistylus W. W.
Smith

Laboratory number

RD603

Sample mark

RD603-1A

Locality Macheng City, Hubei
Province, China
Corresponding RD658, RD659
plant voucher
specimen
Authenticated Yes
Remarks ITS2: 83Y
Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2022-6

Reference Detail

DNA Information

Description of
reference material

Specimen of
Acanthopanacis Cortex

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519

>RD603-3A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519

>RD603-3A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATAAA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTCTTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519

>RD603-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

Scientific name

Acanthopanax
gracilistylus W. W.
Smith

Laboratory number

RD603

Sample mark

RD603-3A

Locality Macheng City, Hubei
Province, China
Corresponding RD658, RD659
plant voucher
specimen
Authenticated Yes
Remarks -
Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2022-6

Reference Detail

DNA Information

Description of
reference material

Specimen of
Acanthopanacis Cortex

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519

>RD603-4A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGTGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519

>RD603-4A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519

>RD603-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTTAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

Scientific name

Acanthopanax
gracilistylus W. W.
Smith

Laboratory number

RD603

Sample mark

RD603-4A

Locality Macheng City, Hubei
Province, China
Corresponding RD658, RD659
plant voucher
specimen
Authenticated Yes
Remarks -
Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519

>RD603-6A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519

>RD603-6A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATAAA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTCTTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519

>RD603-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

10

GCMTI FS:2022-6

Reference Detail

Description of
reference material

Specimen of
Acanthopanacis Cortex

Scientific name

Acanthopanax
gracilistylus W. W.
Smith

Laboratory number

RD603

Sample mark

RD603-6A

Locality Macheng City, Hubei
Province, China
Corresponding RD658, RD659
plant voucher
specimen
Authenticated Yes
Remarks -
Image
Front view

Back view
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Reference DNA Sequence

Chinese Materia Medica (CMM)

GCMTI FS:2022-6

Reference Detail

DNA Information

Description of
reference material

Specimen of
Acanthopanacis Cortex

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519

>RD603-8A_ITS2
CGCATCGCGTCGCCCCCCCAACCATGCACTCTCTCAC
GGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGT
GTCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGG
CAACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGC
CCTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAA
AAGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGC
ACTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519

>RD603-8A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCARGGCAGT

Remarks: observation at nucleotide position 467

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519

>RD603-8A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

Scientific name

Acanthopanax
gracilistylus W. W.
Smith

Laboratory number

RD603

Sample mark

RD603-8A

Locality Macheng City, Hubei
Province, China

Corresponding RD658, RD659

plant voucher

specimen

Authenticated Yes

Remarks psbA-trnH: 467R

Image
Front view

Back view
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1210427

>RD605-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210427

>RD605-1A_ psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210427

>RD605-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1210427

>RD605-2A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210427

>RD605-2A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210427

>RD605-2A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTTAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

13

GCMTI FS:2022-6

Reference Detail

Description of Specimen of

reference material Acanthopanacis Cortex

Scientific name Acanthopanax
gracilistylus W. W.
Smith

Laboratory number | RD605

Sample mark RD605-2A

Locality Yingshan County,
Hubei Province, China

Corresponding RD660

plant voucher

specimen

Authenticated Yes

Remarks -

Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519

>RD605-3A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519

>RD605-3A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519

>RD605-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTTAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519

>RD605-4A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTKTTGTGCCGTCCTYGACGAGCA
CTCCGACCG

Remarks: observation at nucleotide position 200, 213

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519

>RD605-4A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519

>RD605-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519-2

>RD605-6A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519-2

>RD605-6A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519-2

>RD605-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519-2

>RD605-8A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCTCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAKCAAA
AGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Remarks: observation at nucleotide position 180

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519-2

>RD605-8A psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
MTYTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
AKGTAGCCAAGTGGATCARGGCAGT

Remarks: observation at nucleotide position 38, 40, 450, 467

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519-2

>RD605-8A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. B1210427

>RD606-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. B1210427

>RD606-1A psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. B1210427

>RD606-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519-2

>RD606-3A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519-2

>RD606-3A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519-2

>RD606-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC
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Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519-2

>RD606-4A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519-2

>RD606-4A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTSGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Remarks: observation at nucleotide position 29

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519-2

>RD606-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC
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Reference DNA Sequence

Chinese Materia Medica (CMM)
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Reference Detail

DNA Information

Description of
reference material

Specimen of
Acanthopanacis Cortex

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519-2

>RD606-5A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519-2

>RD606-5A_ psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTATTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTACTATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519-2

>RD606-5A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC

Scientific name

Acanthopanax
gracilistylus W. W.
Smith

Laboratory number

RD606

Sample mark

RD606-5A

Locality Guangde City, Anhui
Province, China
Corresponding RD662
plant voucher
specimen
Authenticated Yes
Remarks -
Image
Front view

Back view




Reference DNA Sequence

Chinese Materia Medica (CMM)

DNA Information

Internal transcribed spacer 2 of nuclear ribosomal
RNA (ITS2)

Batch ID. BIC220519-2

>RD606-6A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACG
GGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTG
TCTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGC
GACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCC
CTCTTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAA
AGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCA
CTCCGACCG

Chloroplast psbA-trnH intergenic spacer (psbA-
trnH)

Batch ID. BIC220519-2

>RD606-6A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCC
ATCTACAAATGGATAAGACCCGGTCTTAGTGTATACG
AGTTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTC
TTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTAT
TTAGTAGTATTTGTACTTACCTAGTTTCTTTAAATTTA
TTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCA
TGAGTGAGTATCATGCTTTCGTTCTGTATTAATCATTA
ATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAA
GTCTTTTTTAAAAAGAAAAGATAAAAATGTTGGACTT
TTTACTTAGTTAATACTTAATATTTTTATCTCGAAAAT
AAGAAAGAAATAATGATGAATGGTAAAAGTTTAATC
TTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGG
ATGTAGCCAAGTGGATCAAGGCAGT

Chloroplast ribulose bisphosphate carboxylase
large chain (rbcL)

Batch ID. BIC220519-2

>RD606-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGA
TTGACTTATTATACTCCTGACTATGAAACCAAAGATA
CTGATATCTTGGCAGCATTCCGAGTAACTCCTCAACC
TGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGC
TGCCGAATCTTCTACTGGTACATGGACAACTGTGTGG
ACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGC
GATGCTACGGAATCGAGCCCGTTGCTGGAGAAGAAA
GTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTT
TTTGAAGAAGGTTCTGTTACTAACATGTTTACTTCCAT
TGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCT
CTACGTCTGGAAGATCTGCGAATCCCTGTTGCTTATGT
TAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTT
GAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTGT
TGGGATGTACTATTAAACCTAAATTGGGGTTATCTGC
TAAAAACTACGGTAGAGCGGTTTATGAATGTCTC
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GCMTI FS:2022-6

Reference DNA sequences in FASTA format

Internal transcribed spacer 2 of nuclear ribosomal RNA (ITS2) sequence of plant voucher specimen of
Acanthopanax gracilistylus and Chinese Materia Medica (CMM) Cortex Acanthopanacis

>RD658-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCTCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTKGACCGTCGCCAGCAAAAGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD659-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCTCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTKGACCGTCGCCAGCAAAAGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD660-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCTCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTTGACCGTCGCCAGCAAAAGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD662-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCTCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTTGACCGTCGCCAGCAAAAGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD603-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGYGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCT
TCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGA
CCG

>RD605-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD605-2A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD606-1A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD603-3A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD603-4A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGTGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD603-6A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD603-8A_ITS2
CGCATCGCGTCGCCCCCCCAACCATGCACTCTCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGT
CTCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCAACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTC
TTCTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGCACTCCG
ACCG

>RD605-3A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
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CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD605-4A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTKTTGTGCCGTCCTYGACGAGCACTCCGAC
CG

>RD605-6A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD605-8A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCTCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAKCAAAAGCTCATGTGACCCTGTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD606-3A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD606-4A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD606-5A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG

>RD606-6A_ITS2
CGCATCGCGTCGCCCCCCAACCATGCACTCCCTCACGGGAGTCATGACTGAGGGGCGGATACTGGCCTCCCGTGTC
TCACCGCGCGGTTGGCCCAAATGTGAGTCCTTGGCGACGGGCGTCACGACAAGTGGTGGTTGTAAAAAGCCCTCTT
CTCCTGTCGTGCGGTGGACCGTCGCCAGCAAAAGCTCATGTGACCCTTTTGTGCCGTCCTCGACGAGCACTCCGAC
CG
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Chloroplast psbA-trnH intergenic spacer (psbA-trnH) sequence of plant voucher specimen of
Acanthopanax gracilistylus and Chinese Materia Medica (CMM) Cortex Acanthopanacis

>RD658-1A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCARGGCAGT

>RD659-1A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD660-1A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD662-1A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD603-1A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTCTTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD605-1A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD605-2A psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD606-1A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD603-3A_psbA-trnH
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ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTITTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATAAATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTCTTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD603-4A_psbA-trmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD603-6A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATAAATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTCTTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD603-8A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCARGGCAGT

>RD605-3A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD605-4A psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD605-6A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD605-8A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCMTYTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGAKGTAGCCAAGT
GGATCARGGCAGT

>RD606-3A psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
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ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD606-4A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTSGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD606-5A_psbA-tmH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTATTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTACTATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT

>RD606-6A_psbA-trnH
ATAACTTCCCTCTAGACCTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACCCGGTCTTAGTGTATACGAG
TTTTTTTGAAATAAAAAGGAGCAATAACCTCTTTCTTGTTCTATCAAGAGGGCGGTATTGCTCCTTTTTTTATTTAG
TAGTATTTGTACTTACCTAGTTTCTTTAAATTTATTTAAAGAAACGTCGTTTTATTTTTATTGGTTGGTTCATGAGTG
AGTATCATGCTTTCGTTCTGTATTAATCATTAATCTAGAATTTAGCTACTTCTTCCCAATCTTTTGGGAAGTCTTTTT
TAAAAAGAAAAGATAAAAATGTTGGACTTTTTACTTAGTTAATACTTAATATTTTTATCTCGAAAATAAGAAAGAA
ATAATGATGAATGGTAAAAGTTTAATCTTTTGAAACGTAAGGAAAAGAATAGTAGAGGGGCGGATGTAGCCAAGT
GGATCAAGGCAGT
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Partial chloroplast ribulose bisphosphate carboxylase large chain (rbcL) sequence of plant voucher
specimen of Acanthopanax gracilistylus and Chinese Materia Medica (CMM) Cortex Acanthopanacis

>RD658-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD659-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD660-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD662-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD603-1A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD605-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD605-2A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTTAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD606-1A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
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GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD603-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD603-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTTAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD603-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD603-8A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD605-3A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTTAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD605-4A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD605-6A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC
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>RD605-8A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD606-3A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD606-4A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD606-5A_rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC

>RD606-6A rbcL
AAGTGTTGGATTCAAAGCTGGTGTTAAAGATTACAGATTGACTTATTATACTCCTGACTATGAAACCAAAGATACT
GATATCTTGGCAGCATTCCGAGTAACTCCTCAACCTGGAGTTCCACCTGAAGAAGCAGGGGCCGCGGTAGCTGCC
GAATCTTCTACTGGTACATGGACAACTGTGTGGACCGATGGACTTACCAGCCTTGATCGTTACAAAGGGCGATGCT
ACGGAATCGAGCCCGTTGCTGGAGAAGAAAGTCAATTTATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGA
AGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGG
AAGATCTGCGAATCCCTGTTGCTTATGTTAAAACTTTCCAAGGCCCGCCTCATGGCATCCAAGTTGAGAGAGATAA
ATTGAACAAGTATGGTCGTCCCCTGTTGGGATGTACTATTAAACCTAAATTGGGGTTATCTGCTAAAAACTACGGT
AGAGCGGTTTATGAATGTCTC
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